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GeneArt Services Dashboard

Ordering made easy

GeneArte| 2= MH|AE st HIO|X|0f|M &2l 7t5
e Cloned Genes & DNA Fragment C|X9| &
e Plasmid MFE&2
e GeneArt Project =2 AE{ 2t01 21 22|
* S 7 A AN Tts
o Ma|51A GeneArt service 4% @8 7t
Dashboarddi|Af &2, MZE, 7t =10l B & CHASH L|H[A|0|M = H} &8 7ts
Twmofsher | waew - KN --
Limited time offer: up to 26% off strings DNA fragments. Use code P1414605 at checkout X
What can we offer you?

Reorder Plasmid

GeneArt

Welcome Martial Mortan
DNA Fragments

| A  Home
W Orders & Drafts b4
Cloned Genes
(100-12000 bp) (200-3000 bp)
Learn more Learn more

L] Support
¥ Pricing
Learn more
A You have an active draft.
Custom Proteins DNA Libraries
Directed Evolution
Learn more

Expressed and purified

Request a Quote
unitylabservices

Learn more

@ fisher scientific

invitrogen

applied biosystems

= Collapse menu
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Project Manager

Orders & Drafts
o Z12kSH 2 LA S 2t Columne 2 27510 &0l 7t

¢ Project name EE= Project IDE M JHs

—_

olr

Project name EE= Project ID Z4A4

G en eArt D rafts (56 Search by project name or project id
Welcome Test
geneuser_uci2_id
Project Name Project Id # Sequences Project Type Last modified + Status
A Home W 2022AAAKQR 2022AAAKQR 1 Plasmid Reorder 01-Sep-2022 Draft
W Orders & Drafts - ) 2022AAAKPR 2022AAAKPR 1 Plasmid Reorder 01-Sep-2022 Draft
Drafts W 2022AAEAJF 2022AAEAJF 1 DNA Fragments 01-Sep-2022 Draft
Open Orders () w 20220901 _Test_JoPu_Frz 2022AAEALF 1 DNA Fragments 01-Sep-2022 Draft
Past Orders
W 20220901 _Test_JoPu 2022AACIID 1 Cloned Genes 01-Sep-2022 Draft
B Sypport
W 2022AAAKNR 2022AAAKNR 1 Plasmid Reorder 01-Sep-2022 Draft
> Pricing
W xtestx2 2022AADTTF 1 DNA Fragments 31-Aug-2022 Draft
W xtestx 2022AACH7D 1 Cloned Genes 31-Aug-2022 Draft
W 2022AAAKMR 2022AAAKMR 1 Plasmid Reorder 31-Aug-2022 Draft
W 2022AADT6F 2022AAD76F 1 DNA Fragments 31-Aug-2022 Draft
W 2022AACH5D 2022AACHSD 1 Cloned Genes 31-Aug-2022 Draft
by
W 2022AACGHD 2022AACGHD 1 Cloned Genes 31-Aug-2022 Draft
W 2022AAAJ3R 2022AAAJ3R 3 Plasmid Reorder 31-Aug-2022 Draft
= Collapse menu




Status tracking

olr

7k
= Jts

Y2 5 7}

Dashboard — Open OrdersO|A{ AE| F£=
%
Classic portal 1} String Assistant 25

e = order0f CHet ME &
« MNE DE ZRNES 55 Jts -
. HM L EE st
DS ZEHE NE A2 55 Jts
o MEH HOIOIE Al EA &2l 7k
Open Orders e
GeneArt Open Orders (5] Search by project name or project id Q
Welcome Test
geneuser_uci2_id % Export all orders to Excel
A Home PO Last N Est.
Project Name Project ID Number Order Number Update Status Shipment Action
W Orders & Drafts
2022AACESD 2022AACESD 104711hj 5625578 09/01/2022 A\ Delayed 09/07/2022
Drafts
Open Orders ) +  2022AACE4D 2022AACEAD 74lounmk 41198765 09/01/2022 @ In progress 10/24/2022
Past Orders
+ 2022AAD34F 2022AAD34F 1020410kin 74522843 09/01/2022 A Delayed 10/24/2022
] Support
+ + 2022AAD36F 2022AAD36F 41058mijkn 407882569 09/01/2022 A\ Delayed 10/24/2022
¥ Pricing
Production X )
+ fdsfds 2022AACFMD 08/26/2022 ) View Details
preparation
- 2022AACESD 2022AACESD 104711hj 5625578 09/01/2022 A Delayed 09/07/2022 :
4 itemis) Construct Name Product Type Construct ID Est. Shipment Status
17kimnu Cloning with plasmid pr. 22AAF4ACD 09/07/2022 A Delayed  View D@MS
Ligation / Transformation behind
17kimnu Stock agar 22AAF4DD 09/07/2022
schedule
10001plmn Cloned gene 22AAF4ED 09/06/2022 & In progress
10001 plmn Glycerol stock 22AAFAFD 09/06/2022 @ In progress
3} [
e Construct list &9l 7=
o x| TltiaE HAZIeZ 22l TS
« X191 U U AR Bl b5
o Ofle YUY H XHE B2 YUY =Rl Uk




){S
S

O en O rders e Search by project name or project id
% Export all orders to Excal
Project Name Project ID PO Order Number Last *  Status Est. Action
Number Update Shipment
+ + 2022AACESD 2022AACESD 104711hj 5625578 09/01/2022 09/07/2022 :
+  2022AACE4D 2022AACE4D 74lounmk 41198765 09/01/2022 @ In progress 10/24/2022 A
+  2022AAD34F 2022AAD34F 1020410kln 74522843 09/01/2022 A Delayed 10/24/2022 :
+ + 2022AAD36F 2022AAD36F 41058mjkn 407882569 09/01/2022 A\ Delayed 10/24/2022 5
Production i . .
+  fdsfds 2022AACFMD 08/26/2022 ) View Details :
preparation
09/01/2022 A Delayed 09/07/2022 :
Est. Shipment Status
09/07/2022 A Delayed View D{rﬁails
Ligation / Transformation behind
09/07/2022
schedule
09/06/2022 @ In progress
09/06/2022 @ In progress
e Construct level2 Z2HME 2% T
o Kot U U AR &0l Tk
o Ol P HX[HE A2 HEE Yo =l Tks




Past Orders

247} TR0/ Hol 7Hs

o MMEZIE TZHME =X Jhs - Classic portal & String Assistant 25 =91 7

e Dashboardof| A QA Document 221 7+

—

o

o Load Project

¥ Download QA Documents

GeneArt Past orders (4] Search by project name or project id
Welcome Tesl. .
geneuser_uci2_id % Export all orders to Excel
A Home
Project Name Project ID PO Number Order Number Status Action
W Orders & Drafts B
- JUSG00030 2021ABNNBP 4500179459 2413676 Shipped 01/19/2022
Drafts
Open Orders 192 item(s) Construct Name Product Type Construct ID Status
Past Orders BC2-Nb-RS-133-1594LC Cloned gene 21ADGR2P @ Shipped
L} Support
BC2-Nb-RS-L33-1594LC Plasmid prep 21ADGR3P @ Shipped
3 Pricing
BC2-Nb-RS-L30-1594LC Cloned gene 21ADGR4P & Shipped
BC2-Nb-RS-L30-1594LC Plasmid prep 21ADGRSP & Shipped
BC2-Nb-RS-L7-1594LC Cloned gene 21ADGREP @ Shipped
BC2-Nb-RS-L7-1594LC Plasmid prep 21ADGR7P & Shipped
BC2-Nb-RS-LIING1LC Cloned gene 21ADGS2P @ Shipped
BC2-Nb-RS-LING1LC Plasmid prep 21ADGS3P @ Shipped
= Collapse menu
Shipped 01/19/2022 @




Price Calculator

Total H|2 0O|2] &2l 7=
e Cloned Genes(plasmid DNA), DNA Fragment, Plasmid {FE2

¢ M=, sequence Z0|(inserted gene Z0|), construct £=&F 7|! £ H|& &0l

mjo
10
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=
0

ot
ro
N
or

GeneArt

Welcome Martial Mortan

Price Calculator

Use the dropdown below to first choose the product you are interested in. You will then be

prompted to enter other information we may need to calculate the price of your product.

A  Home

™ Orders & Drafts v Product Qty
Cloned Genes M 2

L] Support

¥ Pricing Sequence length in bp”

1000

= Collapse menu

Cloned Genes
Pricing

Would you like to start a new cloned genes project? Click here.

Standard Cloning Vector

As low as

EUR 381.92

Or

Expression/Customer Vector

As low as

EUR 641

includes;
Vector as low as €70.50

€0.19 - €0.25 per bp based on complexity

** Availability is subjected to sequence assessment** Availability for reorder may vary by plasmid

Would you like to start a new dna fragments project? Click here.

L

As low as

EUR 136
EUR 205

€68.00 per sequence

** Availability is subjected to sequence assessment™* Availability for reorder may vary by plasmid

Plasmid Reorder
Pricing

Estimated price

** Availability for reorder may vary by plasmid

Would you like to reorder stored plasmid? Click here.




Contact Support

GeneArt At} 3! ISR} ohf

GeneArt

Welcome Martial Mortan

Support

Contact Information
A Home E gensartsupport@thermofisher.com

%+ USA/ Asia & Pacific

™ Orders & Drafts Y +1(800) 955-6288 ext. 60021
Europe

B support +49 (0) 941 942 76 100
Australia & New Zealand

¥ Pricing +61 1800 636 327
Korea

+82 (2) 2023 0600

Thermo Fisher Scientific
stz Support XM3HHS

. 02-2023-0600

o=t GeneArt X} Hebx| M2

BRHS MY

® jaeyong.ryu@thermofisher.com

LR

¢ yeonjung.lee@thermofisher.com

o
i

Jung@thermofisher.com
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A
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Cloned Genes & DNA Fragments

Instant Designer AtE 710|=

e




Cloned Genes vs. DNA Fragments
in Dashboard H|u!

Cloned Genes DNA Fragments

Using Instant Designer as foundation, same Ul and similar workflows

Vector offerings
e Standard production Vector pMX
e Direct Cloning vectors

¢ Cloning into standard vectors

Flexible cloning strategies

* ABAI7} GOIZ {0l MRISHI} Bl HES ZE 4 US
- EF0 TR HE{of) AUE £IZ plasmid map Al2tat 7ts

More add on services
e Glycerol Stock, Stock Agar Add on Services AtE 7t
Ch LMO Al &N

10

Functionality

e GeneArt Strings Assistant2t s

String producibility
e Sequence’} String AMH|AZ MA
FEAIE

Lhet710f Mefstx| s 82

sequence 0|47

Fix problems

e String AH|AZ MA 7S5 67| flall Z|Aste| HASZ

]

Codon?] sequenceE z|&M3}

pMX option - backdoor cloning option
e [{OtS 2 pMX vectord]| lst= SERQI cloned genelL =2

delivery of sequence MEH T

OS2 (PDF, GenBank, Fasta) sequence §£2E 7t



How to start

Review /
Configure cloning

Review &

Start Upload Review Status Add to Cart

Optimization

GeneArt

Welcome Martial Mortan

Limited time offer: up to 26% off strings DNA fragments. Use code P1414605 at checkout X

| o tome What can we offer you?

™ Orders & Drafts

-
® support =,
¥ pricing '

@,

DNA Fragments Reorder Plasmid
(200-3000 bp) Order stored plasmid
Gloned Genes
(100-12000 bp) Learn more Learn more
A Youhave an active draft.
Start New Project ﬁ ’)
Custom Proteins DNA Libraries
Expressed and purified Directed Evolution

Request a Quote Request a Quote

Learn more Leam more

1. Enter project information (Optienal)  Default project name will be given if not specified

OIZHE 0|12 7|¢ A 7|XH (optional)

Sequence G2 E M Al MEH

M ="

2. Select sequence input method Download Excel template (FASTA, GenBank, Excel)

PN
—

fo
02

0 Ld

Upload Sequence File Manual Creation

FASTA, GenBank or Excel format Copy & paste your sequences directly
into Instant Designer

11



Multiple ways to upload sequences

Start Upload

Review Status

SequenceE YR LE5h= 0{2{7}X| 2t

1. Enter project information (Optional)  Default project name will be given if not specified

Project name Provide a meaningful description

2. Select sequence input method  Download tempiate

G i

Upload Sequence File Copy and Paste

Use Excel, OSV, GenBank, or FASTA to Use Geneit Instant Designer to copy
‘easiy import your sequences & paste your sequences.

Review /

Configure cloning DlpliiziE e

1. 07 g2 2y
e Sequence A & E0HE7 |2 HEE
e 5’ / 3’ region tag == Commonalities 7|X{f 7t

GeneArt Dashboard > Cloned Genes

Cloned Genes - Instant Designer

Project: 2022AACIRD

Copy & Paste Sequences

Name

tst§45
test2

seq

GeneArt Dashboard » Cloned Genes

O

Review Status

DNA or Protein Sequence

@ + For protein sequence(s), kindly ensure that stop codon is present, indicated by
asterisk * symbol.

5'region
« For selecting non standard production vector (sMX), do not append the intended
insertion points to your sequence(s).
GAGCTCGGATCCTGAGACTGGTCAAGGGCGCCAAGGGCATCCGGACCCTGCTGTTCGCCCTGATGATGAG. . aaggtc

MTLGSALAAPQRQQFVDWLKGNTTGNHRIRAAVPADWAVRNGLGDKTGTQEIVGTANDYAVVWPTGRAPI...

GAGCTCGGATCCTGAGACTGGTCAAGGGCGCCAAGGGCATCCGGACCCTGCTGTTCGCCCTGATGATGAG.

2. I e E 0|28t Sequence PZE HiH
e Fasta, GB format EE= Excel template 7t
e Template CIR2ZE 7Hs

Cloned Genes - Instant Designer

Project: 2022AACIRD

Excel template CI22E 7Hs

Upload Sequences

®

Review Status

Download Excel template

Review &
Add to Cart

foek

3' region

Cancel Continue

© + For protein sequence(s), kindly ensure that stop codon is present, indicated by asterisk * symbol.
« For selecting non standard production vector (sMX), do not append the intended insertion points to your sequence(s).

G

Drag files to upload, or
Choose file

Excel, GenBank, FASTA

Note: If customer intends to get the gene of interest delivered in a non standard production vector insertion points
have to be selected later which MUST NOT be present within the sequence - not even flanking!!!
Those also known as cloning sites will be appended automatically

12



Review Status

Start Upload

Review &
Add to Cart

Review /
Configure cloning

Review Status Optimization

#X 22 HM gl optimization2 &5l sequence ZES}7|

Constructe| HEll= of2f &H= MEHZ2 m§t

e Host organism

e \ector selection

e 5’ and 3’ commonalities

e Scale ConehtDashbcard » Clanec Gres

e Add on services Cloned Genes - Instant Designer

Project: 2022AACIRD

© o

Upload Sequences Review Status
£ BukConfigue ] BukDelete @ Select the sequence(s) from the table to bulk configure or delete. Add Sequence ~ TR EEmT
0.| 27} ol 7{o ) . ! :
M o T Status  Sequence Name Vector Delivery Quantity Type Host Organism Length @ DNA/Protein Sequence
|:_| AEE—ﬂ 0 | 0.” H A | ED| (1] tst§45 Standard (pMX) 5ug lyophilized plasmi... DNA No codon preferences 1135 GAGCTCGGATCCTGAGA...
u o test2 Standard (pMX) ~ 5pg lyophilized plasmi... ~ PROTEIN  No codon preferences 134 MTLGSALAAPQRQQFVD...
¢ w (] seq Standard (pMX)  5pg lyophilized plasmi...  DNA No codon preferences 1135 GAGCTCGGATCCTGAGA...

Sequence Info & Clone Configuration 0| A 0|2 2A =2l 7t
Sequence Info Clone configuration
Sequence name * Sequence type * Vector ™
test sdfgsdg | DNA - | Standard (pMX) -

Seguence name cannect exceed 20 characters.
@ Orly the following characters are allowsd
Alphanumeric; Symbels (<))

View vector info Cloning guide Missing a vector?

Delivery Quantity *
5' Region 3' Region
| 5pg lyophilized plasmid DNA, Research Grade -

AGATCT En

—

Host organism Protein Sequenceoﬂz
No codon preferences M Host organism Ml Zi4-

Serrem

ATGCTGCEGCAATCCCAGCGTEGGGCATCTTCTACTTCGTGTCCTACATCATCATCAGCTTTICTGE
TGETGGTCAACATGTATATCGCCGTGATCCTCGAGAACTTCAGCGTGGCCACCGAGGAAAGCA

COBAGCCCCTRAGCCAGCACCACTTCGAGATGTTCTACCAAGTGTEGGGAGAAGTTCGACCCE
GACGCCACCCAGTTCATCGAGTTCAGCAAGCTGAGCGACTTCGCCGCTGCCCTGGACCCCCC  «
TCTGCTGATCGCCAAGCCCAACAAGGETGCAGCTGATTGCCATGGACCTGCCCATGGTGTCOGG

Length:345

Cancel Save
Cancel Save

13



Bulk host organism selection

Review &
Add to Cart

Review /
Configure cloning

Review Status

Start Upload Optimization

1215}7| M sequence HE T

Bulk mode0f| A 2tz & BM 2l optimizationg £/sH
host organism2 M &% 4 US “Import & Save” =2

© 2]

Upload Sequences Review Status
& BukConfioure [ BukDelste @ Select the sequence(s) from the table to bulk configure or delete. Add Sequence ~
= Status Sequence Name Vector Delivery Quantity Type Host Organism Length @ DNA/Protein Sequence
S w Q tst Standard (pMX) Sug lyophilized plasmi... DNA Bacillus subtilis 1135 GAGCTCGGATCCTGAGA. ..
e W 0 test2 Standard (pMX) Sug lyophilized plasmi... PROTEIN Bacillus subtilis 134 MTLGSALAAPQRQQFVD. ..
e w Q seq Standard (pMX) Sug lyophilized plasmi... DNA No codon preferences 1135 GAGCTCGGATCCTGAGA...

2R 2= sequenceE AtA|E =
multiple sequence x|3510] L& AX| 715

Configure Multiple Sequences X
Informational: Fields that cannot be configured in bulk are not displayed. Changes X
will be applied to the selected sequences.
i MEHE 9|5
Host organism MEHZ= 2|5 Host organiem
it =22l
ed It == Mo codon preferences -
Cancel Save changes

14



Configure Cloning & Plasmid quantity

Review &
Add to Cart

Review /
Configure cloning

Start Upload Review Status Optimization

Import 0| ZES}7| & Clone configuration

1 . Vector & Plasmid scale MEH

Review Optimize (| fonal) Order

Sequence View Plasmid View value @ Prime &

2022AAA5FD Configure g

Select vector and del

ne synthesis

very quantity.

mySeq o Informational: Configure your gene synthesis and our instant validation will provide
Missing a vector? the status of product compatibility for your sequence.
Sequence2 | Standard (pMX) -
sall R
View vector info Cloning guide KpnI
. q GGTACCGTCGACTCATCATGTATCTTTTTCACCTGTGCCTGATCTTTTGTTCATATCCCACTGTTCAAGCETCCAAGCTGTGCCTTEGCTGGETTTEEE
EQUEDCE CCATGGCAGCTGAGTAGTACATAGAAAAAGTGGACACGGACTAGAAAAC AAGTATAGGGTGACAAGT TCGGAGET TCGACACGGAACCGACCGAAACCT
| 5ug lyophilized plasmid DNA, Re... ™ . ; : : : - - ; r
18 bl 30 4 58 [} ] @ E 100
) - Bsal
o Ecit 5" and 3' regions ATATGGACATTGATCCTTATAAAGAATTTGGAGCTTCATCTCAACTGATCTCTTTCTTECCTGAGBACTTTTTCCCAAATCTTGCAGAATTGGTCGAGA
TATACCTGTAACTAGGAATATTTCTTAAACCTCGAAGT AGAGT TGACTAGAGAAAGAACGGACTCCTGARAAAGGGTTTAGAACGTCTTAACCAGCTCT
T T T T T T T T T
Apply changes to all sequences @ 160 18 12 138 148 158 168 170 188 150
Xbal
BglIL

Apply & Analyze

CCACCACAGCTCTCTATGAAGAAGAATTAGT AGGTAAGGAGCATTGCTCCCCTCACCATACTGCTTTACGGT TTAGTGAACCGTCAGATCTCTAGAAGT
GGETGETGTCGAGAGATACTTCTTCTTAATCATCCATTCCTCGT AACGAGGGGAGTGETATGACGAAATGCCAAATCACTTGGCAGTCTAGAGATCTTCG

T T T T T T
i) 218 220 23 240 258 260 e 280 230
HindIII Xhol SFil BamHI Sall
TGEETACAGCTGTAGCAAGCT TGCTACGGCCOCTOGAGGCCCECAAGGLCGEATCCAGACATGAAGTGTTGEGEETCGACAATACCATCGTGTECTCCG
ACCCATGTCGACATCGT TCGAACGATGCOGGCGAGC TCCGECCGTTCCGECCTAGGTCTGTACTTCACAACCCCCAGCTGTTATGGTAGCACACGAGGT

T T T T T T T T
00 e i 3 40 58 L] m k|
Lagend: X
Hcol

GGAAGTTCACGCACTTCCCATGECTGC TCRGCTGLACTROGAACTGEATGC TECGCEGGACETCET TCTGCTACGTCCCCTY Cloming Stz
CCTTCAAGTGCGTGAAGGGTACCGACGAGCCGACGTGACGCTTGACCTACGACGCGCCCTGCAGCAAGACGATGCAGGGGAY l: Protested Regicn

PR
. . . . . . . B urvamearen

Length: 1054 Start: 1 End: 1 Selected: 0

4

2. Construct7t 0421 7HY A<, Apply changes to all sequences
X3 = Apply & Analyze 2!

15



Vector selection

Start Upload Review Status

Vector MEHG}7|

e Standard production vector pMX

e Direct cloning vectors (dGS Express vectors)
e Standard cloning vectors

e Customer vectors

GeneArt Vector selection tool A[23517|
=> Vector selection toolo| A &l5H= VectorZ| Q
Review

Review Optimize (optional)

Configure cloning

Review /

2022AAA5FD Configure gene synthesis

Select vector and delivery quantity.

mySeq

Missing a vector?

Review &

Optimization Add to Cart

2 742 vector?| 0|28 searchof 7|2

id View Value @ Prime &

Sequence2 Standard (pMA)

Lire your gene synthesis and our instant validation will provide

ompatibility for your sequence.

Sequencel search

Q

GCCTGATCTTTTGTTCATATCCCACTGT TCAAGCCTCCAAGCTGTGCCT TGGCTGECTTTGEE
CGGACTAGAAAAC AAGTATAGGETGACAAGT TCGGAGET TCGACACGEAACCGACCGARACCT

4 50 L] 1] ] 30 e

OYESE

Custom vectors

1355442

1363253

pET3d

Bsal
IECTTCATCTCAACTGATCTCTTTCTTGCCTGAGGACTTTTTCCCAAATCTTGCAGAATTGGTCGAGA
ICGAAGT AGAGT TGACTAGAGAAAGAACGGACTCCTGAAAAAGGGT TTAGAACGTCTTAACCAGCTCT

T T T T T T
14 150 160 7 188 150
Xbal
BglII
JSGTAAGGAGCATTGCTCCCCTCACCATACTGC TTTACGGTTTAGTGAACCGTCABATC TCTAGAAGT
JCCATTCCTCGT AACGAGGGGAGTGGTATGACGAAATGCCAAATCACTTGGCAGTCTAGAGATCTTCG

T T T T T T
40 58 268 e (i} il

1 Sfil BamHI 5all

K TCGAGGLCGGCAAGGCCGEATCCAGACATGAAGT GT TGGEGEGTCGACAATACCATCGTGTGCTCCG

JGAGC TCCGGCCGTTOCGGCCTAGGTCTGTACT TCACAACCCCCAGCTGTTATGETAGCACACGAGGT

T T T T
2 40 58 L] m k|
Legend: x

LTGCACTGCGAACTGEATGCTGCGEGGEACGTCGTTCTGCTACGTCCECT] Claning Stz
BACGTGACGCTTGACCTACGACGCGCCC TGCAGCAAGACGATGCAGGEGA] n Fratected Ragizn

4

Length: 1054 Start: 1 End: 1

16
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Cloning configuration / pre-defined pairs

Review &
Add to Cart

Review /
Configure cloning

Start Upload Review Status Optimization

Insertion point MEH

e Standard vector== 2I5H Migt&A 9| predefined pairs7t EA|=E
* MBS E sequencelt XelSHX| 2 pairg2 Meid & Q=R 2|0 UZ

Configure gene synthesis Configure gene synthesis

Select vector and delivery quantity. Select vector and delivery quantity.

Missing a vector? Misging a vector?

pcDNA 3.1(3) - | pcDNA 3.4(+) -

View vector info Cloning guide Wiew vector info Cloning guide

- b
Insertion points N | EcoRI [GAATTC] - Xbal [TCTAGA]

More info
Hindlll [AAGCTT] - EcaRl [GAATTC

| 5pg lyophilized plasmid DNA, Re... ™

o Edit5 and 3' regions

“Apply & Analyze”& Z&l5tH
cloning configuration &9l 7t

EcoRI [GAATTC] - Xbal [TCTAGA] Apply changes to all sequences @

ol

Apply & Analyze

Customize manually

“Plasmid View"& Z&l5tH
Final plasmidE A|Ztstst vector map 291 7Hs

N

Plasmid View

FOII

Sequence View

Configure gene synthesis Value & Prime &

| Select vector and delivery quantity.

.—hﬂbcess: Download and review cloned construct genbank file. Sequence is optimized.
Qualified for Value or Prime gene synthesis

Final Plasmidof| CH3t &
Download 7H=

=g a vector?

| pcDNA 3.4(+) -

View vector info

Cloning guide

EcoRI [GAATTC] - Xbal [TCTAGA] ¥

More info
| 5ug lyophilized plasmid DNA, Re... ™
& Edit5' and 3' regions

Apply changes to all sequences @

Apply & Analyze

AmpR_promoter ——
Amp(R)

CMY_immearly_promoter
g CMV_Promater

pUC origin

SW40_PA_terminator
) SV40_origin
SV40_promater

17



Cloning configuration / Customize manually

Review /
Configure cloning

Review &
Add to Cart

Start Upload Review Status Optimization

Customize manually MEHi = Insertion point MEH £7}

—_=

Configure gene synthesis

Cloning Configuration X

Select vector and delivery quantity.

Missing a vector?
Important: Please select the insertion points individually from the lists below. Upon
pET3d - selection, you will be presented with the suggested cloning strategy. You can also view

and select from other possible cloning strategies
Cloning guide

Ingertion points - Choose insertion points @

Customize manually EcoRl [GAATTC] - Insertion point 2 -

Aatll [BACGTC] -
5pg lyophilized plasmid DNA, Re... ¥

BamHl [GGATCC]

o Edit 5' and 3' regions

Apply changes to all sequences @

Apply & Analyze
Customize manuallyS MEHSIO 24, Insertion point7} M| Q42 24 MEHSE &
£Z O & insertion pointE MEHGIN F7} 7Hs AEE g U2
Cloning Configuration X Cloning Configuration X

Important: Please select the insertion points individually from the lists below. Upon
selection, you will be presented with the suggested cloning strategy. You can also view
and select from other possible cloning strategies.

Important: Please select the insertion points individually from the lists below. Upon
selection, you will be presented with the suggested cloning strategy. You can also view
and select from other possible cloning strategies.

Choose insartion points & Choose insertion points @

: BamHI [GGATCC] - L L

Selected cloning strategy Choose cloning strategy

& >
i
View image ct from other possible cloning strategies View imags View image
Insertion point A& =, cloning T2f0| XM ZE CHZ cloning strategy2 &I5HAIH other possible
final plasmid map& previewd 4= Jq&LIC} cloning strategiesE 22l

18



Optimization of sequence

Review &
Add to Cart

Review /
Configure cloning

Start Upload Review Status Optimization

Z| X3}zl cHix] HisiS 2|5 sequence?| codon optimization Z1gl

Optimize (optional)

Review Optimize (optional) Order
A o Sequence View Plasmid View Quality Graphs Value @ Prime Q
2022AAA5FD Optimize sequence
Optimize your sequence for better expression
my3eq or to fix potential problems. © Informational: Configure your gene synthesis and our instant validation will provide
the status of product compatibility for your sequence.
Sequence? | No codon preferences -
sall N
KpnL
. q Define manually - GGTACCGTCGACTCATCATGTATCTTTT TCACCTGTGOCTGATCTTTTGT TCATATCCCACTATTCAAGCCTCCAAGCTGTECCT TERCTGECTTTEGE
squence CCATGGCAGCTGAGTAGTACATAGAARAAGTGGACACGGACTAGAAAACAAGTAT AGGETGACAAGT TCOGAGGT TCGACACGEAACCGACCEAAACCT
- T T T T T T r T r
ORF Start” ORF End 1 bl £l 4 3 6l T ] E] 108
- Bsal
ATATGGACATTGATCCTTATAAAGAATT TEGAGCTTCATCTCAACTGATCTCTTTCTTGOCTGAGGACTTTTTCCCAAATCTTECAGAATTEGTCEAGA
TATACCTGTAACTAGGAATATTTCTTAAACCTCGAAGT AGAGT TGACT AGAGAAAGAACGEACTCCTGAAAAACGGT TTAGAACGTCTTAACCAGCTCT
D T T T T T T T T T
108 118 12 13 140 154 168 178 188 158
Xbal
Bg1IL

Protect my cloning sites @ CCACCACAGCTCTCTATGAAGAAGAATT AGTAGGTAAGGAGCATTGCTCCCCTCACCATACTGCTT TACGGT TTAGTGAACCGTCAGATCTCTAGAAGE
Protected Regions @ GETGGTGTCGAGAGATACTTCTTCTTAATCATCCATTCC TCGT AACGAGEGGAGTEGTATGACGAAATGCCAAAT CACTTGECAGTCTAGAGATCTTCG

: ) T T T T T T T T T T
Motifs to Avoid @ 00 218 20 28 40 50 260 m 80 0
HindIII ¥hoL SFiL BamHI Sall
TGEGTACAGCTGTAGCAAGCTTECTACGGCCGCTCGAGGCCGECAAGGD CGEAT CCAGACATGAAGT GTTGEGEGTCGACAATACCATCGTGTGCTCCE
ACCCATGETCGACATCGT TOGAACGATECCGGCGAGC TCOGGCCGTTOCGECCTABGTCTGTACTTCACAACCCCCAGCTGTTATGGT AGCACACGAGEE
Optimize Sequence

T T T T T T T T
3008 e Er 138 4 35 EL m k!
Legend: x
Mcol

GEAAGTTCACGCACTTCCCATGRCTECTCEGET GLACT GLGAACTGEATEC TRCGEGEGACETCETTCTECTACGTCECET( Cloning Sit=
CCTTCAAGTECGTGAAGEGTACCGACGAGLCGACETGACEE T GACCT ACBACGLBCCCTBCAGCAAGACEATCCAGSCRA [ Protested Resion

.-
: : : : : - - : BB e b

Length: 1054 Start: 1 End: 1 Selected: 0

1

|3 sequence?|
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Optimization of sequence

Start Upload Review Status

Protected Cloning Sites X Protected Regions X
e

Review &
Add to Cart

Review /
Configure cloning

Optimization

Optimize sequence @

OptimiZE yours ETOT Detter expression - Define prolected regions ce. Protecing regions of sequence vl prevent further
K Select cloning sifes fo be protected in your sequence. The selected sites will remain unchanged and modifation during optimization
or to fix potential problems. not created within the ORF during optimization.
Sequencet
Sequencel
. - Name (Optionsl)  Start End + Add Protacted Ragion

| Arabidopsis thaliana -

Click on cloning site to add or remove

tag1 1 15 Cancel | Apply
Cloning sites in insert sequence Protected cloning sites
Define manually -
Q Q

ORF Start” ORF End” Konl (1-5) - sal(7-12)

—_ Sall (7 - 12)
Bsal {135 - 200} Gancel E

Clear Apply Balll (284 - 289)
Protect my cloning sitss @ Cancel m Protected Regions
Protected Regions @ Optimization0| Xl z|= St optimization

Motifs to Avoid @ =2 olx| ot HHO ™M ot
Protecting cloning sites =715 EX S FEE NEEX WS

e Protected cloning sitesZ X| &= 222

Optimize Sequence
optimizationg XIH3IEH2tE HAZX| 4SS
OptimizationS 2|5l 7|2 XK MeH e Optimization0| XY z|= SOt MEHE]
e Host organism cloning site= HC|0| = Z&tE|X| U=

® ORF (Coding Region)

Motifs to Avoid . Optimize sequence ®

Define motifs to avoid in your ssquence. Selected sites will bs excluded during optimization

OptimiZe yoors ETOT Detter expression
or to fix potential problems.

Sequencel Standard Motifs  Gustom Motifs

Glick on the cloning site to add or remove.

Standard Motifs Standard Metifs To Avoid | nm b IdeBiB thaliana -
a a
Aarl [CAGCTGC] - Afel [AGCGCT]
Aflll [CTTAAG]
Agel [ACCGGT] Clear ﬁ.pph'
Apal [BGGCCC]
Gancel E Protect my cloning sites @
Protected Regions @
Motifs to Avoid Motifs to Avoid @

DNA Uijofl Zxliste £8 Mgtes MOIES

Optimizing sequence
Optimization A&+ 2|5
Optimizing sequence &l

20



Result of optimized sequence

Review &
Add to Cart

Review /
Configure cloning

Start Upload Review Status Optimization

Optimization £2] sequence= ZE 28 &l Sequence Optimization 5}7|
Sequence View

Optimize sequence o Sequence View Plasmid View Quality Graphs Value @ Prime Q

Optimize your sequence for better expression
or to fix potential problems. © Informational: Configure your gene synthesis and our instant validation will provide
the status of product compatibility for your sequence.

| Arabidopsis thaliana -
sall N
Kpnl
18- 293 - Gs'am&nnmrcwrm‘c CTGTGCCTGATCTTTTGT TCATATCCCACTGT TCAAGCCTCCAAGC TGTGCCTTGGCTEGECTTT
CCAT GTAGTACATAGAAAAAGTGEAC ACGGACTAGAAAACAAGTATAGGGTGACAAGT TCGGAGGTTCGACACGGAACCGACCGAAA
BH) YL F CHPCFCY LR F IV S) v IED 7 VD A FSYRYLYCYL) 6 ) Wi
C'ear T T T T T T T T T
L] n n ] ] 3] 78 1] ]
Bsal
ing sites @ GGGATATEGACATTGATCCTTATAAAGAAT TTGGAGCTTCATCTCAACTGATCTCTTTCT TGCCTGAGGACTTTTTCCCAAATCTTGCAGAATTGE
Protect my cloning sites CCCTATACCTGTAACT AGGAATATTTCTTARACCTCGAAGTAGAGTTGACTAGAGAAAGAACGGACTCCTGARAAAGGGTTTAGAACG TCTTAACC
Protected Regions @ wolH o TTY oIE vyTKYE ' F 6l aAlSYSHON LTS LN e Dy F FOEND L) A  ETLA
T T T T T T T T
Motifs to Avoid @ 160 18 12 130 148 158 168 178 150 190
BglII

TCGAGACCACCACAGCTCTCTAT GAAGAAGAATTAGTAGGTAAGGAGCATTGCTCCCCTCACCATACTGCTTTACGGT TTAGTGAACCGTCAGATC

AGCTCTGETGGTGTCGAGAGATACTTCTTCTTAATCATCCATTCCTCGTAACGAGEGEAGTGETATGACGAAATGCCARATCACTTGGCAGTCTAG
Optimize Sequence WME T )T T AL} Y ) EJEJEFCEVy Gy ET A Cy SRINAY A} 7) aTC oD F 5} e JEFS) 0L

T T T T T T T
00 il ] 230 40 239 260 m 28

Xbal HindIII Xhol 5Fil BamHI [Sall ]

TCTAGAAGCTGGGTACAGCTGTAGCAAGCTTGCTACGECCGCTCGAGEICGECAAGGCCGGATCCAGACATGAAGTGT TGEGEETCGACAATACCA
AGATCTTCGACCCATGTCGACATCGT TCGAACGATGCCGGCGAGC TCCGECCGT TCCGGLCTAGGTCTGTACTTCACAACCCCCAGCTGTTATGET
D »

T T T T T T T

i} k) e Ey | EE] ES] 5 EL) e EL]
Neol

TCGTGTGCTCCGGGAAGT TCACGCACTTCCCATGECTGCTCGECTGCACTECGAACTGEATGCTGCGCGGEACGTCGTTCTGCTACGTCCCCTCGE

AGCACACGAGGCCCTTCAAGTGCGTGAAGGETACCGACGAGTCGACGTGACGCT TEACCTACGACGCECCCTCCAGCAAGACGATGCAGGEGAGCT

Length: 1054 Start: 1 End: 1 Selected: 0

Quality Graphs
Sequence View Plasmid View Quality Graphs value @ Prime &0
0 Success: Sequence is optimized. Qualified for Prime and not Value gene synthesis

Codon Quality Histogram

60 |
B before |
il _ECa
50
as
a0
n 35
c
3
3 30
L=
&

N - -_.._‘—-

0-10 10 - 20 20 -30 30 - 40 40 - 50 50 - 60 60 - 70 7O - B0 B0 - 90 90 -100
Quality Class

Cadan Duality Dictrihution
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Final review

Start Upload
Lol 7| M 2|5 4E siH
¢ Price Tier & Add on selection

e Prime = Value & MEHSHH RHITL| 27| 7ts
e Sequence?| 4L EXSICHH Value EE=

Review Status

Review /
Configure cloning

Prime & MEd 27}

Review &
Add to Cart

Optimization

Order
Review Optimize (optional) Order
Your Sequence Configuration Your Products @ Suggestions EUR 0.00
Add sequence - Select all - Bulk add-on
Project: 2022AAASFD
Status: Draft
F [ mySeq 753 bp
EUR 240.19  Add-on EUR 202.54  Add-on .
. - tem Cuantity
PCONA 3.1(+) - Ampicillin 19 business days 19 business days
5ug lyophilized plasmid DNA, Research Grade
Estimated production time [ ]
F W Sequence? 402 bp m m L .
EUR137.91  Add-or EUR 109.91  Add-on Email will be sent when Quality Assurance files
Standard (pMX) - ) are available in Therme Fisher Gonnect
B pusiness days B business days
5ug lyophilized plasmid DNA, Research Grade
@ Kindly review the plasmid sequence(s)
W Sequencet 1054 bp m Value @ before ordering
EUR 243.33  Add-on

Standard (pMX)

19 business days

5ug lvophilized plasmid DMA, Research Grade

22

Fix With Optimization

Download Summary

Add to Cart (0)

Contact us

Py

—

Prime EE= Value MEH
qualified E|X| <L

(B

sequence= Optimization HZAH




Add on selection

Start Upload Review Status

Review &
Add to Cart

Review /
Configure cloning

Optimization

¥ construct EE= BE constructfl Add-Ons F7} 7t

Order
Review Optimize (optional) Order
Your Sequence Configuration Your Products @ Suggestions EUR 0.00
Add sequence - Select all - Bulk add-on
Project: 2022A8A5FD
Status: Draft
® B mySeq 753bp [ Prine N [ veie N
EUR 240.19  Add-on EUR 202.54  Add-on §
. - tem Cuantity
PCONA 3.1(+) - Ampicillin 19 business days 19 business days
5ug lyophilized plasmid DNA, Research Grade
Estimated production time [ ]
F W Sequence? 402 bp m m L .
EUR 13791 Add-on FUR 10991 Addoon Email will be sent when Quality Assurance files
Standard (pMX) - ' are available in Therme Fisher Gonnect
B pusiness days B business days

5ug lyophilized plasmid DNA, Research Grade

@ Kindly review the plasmid sequence(s)

W Sequencet 1054 bp m Value @ before ordering

EUR 243.33 Add-on
Standard (pMX)

5ug lyophilized plasmid DMA, Research Grade

19 business days Fix With Optimization Download Summary

Add to Cart (0)

Contact us

7} e}

!
0%

ldtxiol Add-Ons
e Glycerol Stock (new)
e Stock Agar (new)

Primeg Me#t 29 Med 755t Add-Ons
® Express & Superspeed upgrade

e TSE Free

e Sanger Sequencing

23



Final Add to cart

Review /
Configure cloning

Review &
Add to Cart

Start Upload Review Status Optimization

Order
Review Optimize (optional) Order
Your Sequence Configuration Your Products e Suggestions
Enter quote or promotion C"_‘:‘
Add sequence - I All Prime, All Value - Bulk add-on
Apply
W mySeq 7530p [ Prive N [ vaio
n B EUR 20254 Add-on
peDNA 3.1(+) - Ampicillin .
9 bu ays 19 business days
5ug lyophilized plasmid DNA, Research Grade Gart Summary
1 item(s)
@ Sequence? 402bp [ Prive N [ veie Product price 1,180,000
EUR137.91  Add-on M EUR 109.91  Add-on R
Standard (pMX) 8 bu =3 days B business days
Sug lyophilized plasmid DMNA, Research Grade Gaﬂ SUhtmal
W Sequencel 1054 bp m Value © ' ’
M EUR 243.33  Add-on Payment Information

Standard (phX) 19 business days

" ) Fix With Qptimization
5ug lyophilized plasmid DNA, Research Grade

Begin checkout

Generate web quote

Transfer control of cart

Continue shopping

1. Add to Cart 0|F 7AXIA S5 T4
2. Begin Checkout 22l5l0{ 2 T35t

Hu
gal
ol
==
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Final Add to cart

Review /

Start Upload Review Status ! : Optimization
P Configure cloning P
Order
Fisher UM x
SCIENTIFIC ChBCkOUt
'!' Shipping & Billing
Life Tec oreaLLC ()22 LiZ2E A & FE £ 1,208,000
Shipping addeess. Biling adomss
Web lvlr'ieﬁ_o‘-‘_‘?c_ﬁ _____ N \Web ref @ 3580144701
2ge - 3UE amel - g A [o) | o | stk 1o
S b 2=H0lofl= 2= 2ol Malg &
mc mnc
WONET 22000 14 ®RHES SR o00id 14
lab o
ar sEOW, N/A 02588 Komea [South)
seoul, NiA 2589 Korea (South)
185
HIE = 1,980,000
FIE 24 1,180,000
=) 118,000
TEEA 1,208,000
Checkout
£20: KRW 1,298,000 SCIENTIFIC !
Life Technol =3 == =24 K
2H 24" s2 2 ug
Fil RLLECL ]
A2 NS SUSIAIHE HZE 2 S ——@r mmnpuene owonon
Frem s s s s s s == "
>4 - AT 74 =1 FOTIE B - & k= O Seiect
EI-”7|- Il_l%lj ElL‘l _c'>_|:I Ex-”E _—IT Eéllll TSRS R THR e oE enn
PO I (HmMNT
I ST LI LA ERLUMAPAI A0 P BUP 3 S FERNED
=L XD L}
PO tﬂi: T EMH—'I' ETEETR
Oa= (=] = 410 serd INChian N Sooumentas 40 Para que & s relerncia.
T o 2of Mat 7[xH HE

CHS IR 0I5 & 32 XIS 2R3

CFERNMY AR
v B s

b O E SR

288
nE I
HE &M

FEaA

£r2l: KRW 623,700

Review &
Add to Cart

7 | RSN

FE & 623,700

S
567,000
55,700
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arere- Final Add to cart

Order
Fi i B a G| e | [owion B
tias . & = =
FELENTLPIC LEY- L T ER-LE R 1 H
1 1
BEE0SNIE SZHESE  MHIAUAEE 2N B s 1
1 1
1| Gk 1
Hoae - NE « 5 : i Gt ._I Orders u‘llolxloﬂki T_E_ I E
Favones Lst
=& ' | et | 1 310l 7hs
1 1
(ER-1 ] =ICET w28 TaREl ExhE E ::“-":':"L":_':‘Li"::m” E
b i '
RESE M7 A BEME 1| Prote J
¥ GEHE ~ 1 ign O
1 4.
BEl: =49 w HE: EEE vI
lﬂ our recem orine oo
, Ducrusber | _ _ L Ruymant PO relarance Oriliar typa Total [ Previded by
1 1 —_
30005288 ils 185 50 LA a0 Ll Teuds O K- S O o
| L e GeneArt X &M FF22
1 1
""""""" Order numbere=
S0 il orokers 47 guedt irvoices ) _EEE 9= APS!'
Ondeer slatus and Managemant Custom product ordens & projecis
Favories fisis Tanals DrTpecy
Facent ordems lon AerpdiSeq ™ Designe
Saved cama
/ /I
2 =1 AKX | = I.%I- | |.
0 2= Al F20]| ciet 30| St

26

QO LI M SequenceE &

st

|

QIshFM|L!

7/ —



N
e
c
O
=
O)
©
LL
<
Z
0

n
)
C
)
O
O
)
-
i®)
O
=
2
@)
-
©
©
©
n
Q
O
-+
w
-
@)
D)
D)
S
L




NPy How to start

GeneArt

Welcome Martial Mortan

Review &
Add to Cart

Optimization /
Sequence Problems

Limited time offer: up to 26% off strings DNA fragments_ Use cods P1414605 at checkout X

“ & viome
W ouersaDamfs v
" support

S Prcing

Cloned Genes Reorder Plasmid
e s
(.| DNA Fragments |  peeg
= 0300000 —

Y

Custom Proteins DNA Libraries
e e
oo | oo
— =

Upload

GeneArtHome » DNA Fragments

GeneArt Instant Designer

Project: 2022AAEARF

o 2

Copy & Paste sequences Review Status

(" scauencets N Back m

Copy and paste your DNA/protein sequence(s).

DNA or Protein Sequence

Name @ For protein sequence(s), please select the host organism after sequence upload in the next step. Ensure that a stop codon is present,
indicated by asterisk * symbol.
tst TGTTCGCCTTCACCAAGCGGGTGCTGGGCGAGAGCGGCGAGATGGACAGCCTGCGGAGCCAGAT GGTTCATGAGCGCCAACCCCTCCAAGGTGTCCTACGAGCCCATCACCACCACC..

Review Status

GeneArt Home » DNA Fragments

GeneArt Instant Designer

Project: 2022AAEARF

© 2]

Upload Sequences Review Status

@EEEED) 0 BukConfigure W BukDelete @ Select the sequence from the table to bulk configure or delete. Add Sequence ~ Import & Save

Status Sequence Name Type Length DNA/Protein Sequence Host Organism

& W (V] Sequencel DNA 448 TGTTCGCCTTCACCAAGCGGGTGCTGGGCGAGAGCGGCGAGATGGACAGCCT. No codon preferences

DNA Fragments AH|A= Cloned genes AH|ARK= CHE2A| 5 & 3’ region BA|7t 7 E[X| 4=
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How to start

Start Upload Review Status

Review &
Add to Cart

Optimization /
Sequence Problems

UserZ} Import 8t £ final review &tH &0l 7=

Optimize step2 MEHAFSIO|X|2H =2 M Optimization stepL 2 S0t £ U2
DNA Fragment0]| Z&t5tX| 22 sequence?| AL

e pMX cloned gene YEiZ2 T2 75
* X|T £%0| 7+535tH Optimize step2 2 E017} optimization 213t 7+Hs

Review for ordering

Optimize (optional) Order
Your Sequence Configuration = Your Products Suggestions
| ’ EUR 64.75
Add Ssquence - H Select all
Project: 2022 AABKGF
R Status: Draft
W testt 421 bp Fefer to suggestion -|xrapt|m.|4e to get
string .
Item Quantity
or
Order as cloned gene DNA fragment 1
Estimated production time @
o e . St 5 business days
u EUR B4.75 frings - 5 business days

5 business days
Email will e sent when Quality Assurance files

are available in ThermeFisher Connect

Fix/optimize to get

W test3 830 bp Refer to suggestion )
string @ Kindly review the sequence(s) befors
ar ordering

Order as cloned gene
Download Summary

Add to Cart (1)

Contact us

Import F sequence’Z} string serviceZ M|Z0| 27tse A4S
Fix/optimize to get string/Order as cloned gene &M At 7t

olr
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ity Optimization / Showing Problems

Review &
Add to Cart

Optimization /

Start Upload Review Status Sequence Problems

String serviceZ M|Z0| 7158t sequenceE ZESIT 24| &0l

1. 01217} = sequence list

Optimize (optional) Order
. . Sequence View Quality Graphs.
2022AABKGF Fix or Optimize sequence & . m i
Fir ¢
o 2 Error Optimize your sequence for better TGCTCCCCTCACCATACTGCTTTACGGT TTAGTGAAL
HCCABGEGAG TGO TATCACCAAATCCCARATEACTTEGCAGTC TAGACATCTTCGACEE
expression or to fix potential problems.
0 test1
Show problems Host Organism - r T T T r r T r
1 L 100
fest2 ) - GGCTGCTCGGCTGCACTECGAACTGEATGLTGE
Define ORF Manually GACGAGCCGACGTGACGCTTGACCTACGACG
0 test3
'ORF Start ORF End ne 168 m 188 15 W
Snow prosiems
- SacIl BamHL
GCGGGACGT CGCCCCTTCCCOCGBLCTECTCOGGATCCTCCTCOEGCCGCCECCECTLTGITCCGE
S T CGCCCTEC 4GGGGAGCCTCAACT TEGGEGCGCC TGCGEGEAAGGELGLCEGAGGAGCCCTAGGAG GCGGCEGCEGIGACGACAAGGLG
equences no wH
q Clear Apply i
qualified indicated ) B T B B = 20 £ Ef

Frotect my cloning sites @

with error

« c CGTCTCCCRCCTRCGCCT
Protected Regions @ AAGGTE! C oA Ca e C AT Ao

Click on show — 15t= = -
problems willlist ol2{2 QIS DNA Fragment M-M0| MoK 242 sequences=0| HEA|E

S|
zgz; ‘ f:’f"c“’a’ Show problemsE £2!51H 027t U= EH sequence 2|AE B0l 75

2. 0247} U= EH sequence| ZA| HEA| 2 2|AE 201 7tS

0ll2{7} Q= sequence= ZEE|0| BEAIE

Optimize (optional) Order
- P S Vie Quality Graph
2022AABKGF Fix or Optimize sequence @ cauenee Yiew ey Brapne _
I CCGGCARGGC
Q 28w Optimize your sequence for better o .

expression or fo fix potential problems
Back to sequence list

Host Organism -
O testi ) » » 4@ * @ " L] £ ]
Hide problems - e
Define ORF anually - oMM TeACaETTEALET oA
GC High 246-306
ORF Start ORF End e 120 138 u‘-a IE"J Iz‘-ﬂ I%ﬂ \‘Eﬂ \‘E‘l IE‘I
Repetition 62-84 | 65-87 _ SacIl
ACGCCCCTTCCCGCGEGCCTCN GCTGCTGTTCCGC
“« r CTGCGGEAABGECECCRGAT {CGACAAGECG
Clear Apply
Pl m bl 249 50 260 30 e
Protect my cloning sites @
Protected Regions @ coaccTTeaneATA
Motifs to Aveid @ .
BN B
I} Fix Problems @
| BindIIT (thal
Optimize
’ AGAAGCTCGETACAGCTETAGCAAGC TTGCTALG CGAGRCCG
e e Ee TCTTCGACCCATGTCGACATOGT TCGAACGATGCCG Edit GC
[ Repetition-1:A P2
Repetition-1:B
0217t U= sequence 2|AE |
ACAGCTIGIAGCAAGTITGITACEECCET
LE[ET) = £
;op] Start @ End: 88  Position: 61 Length: 28 o
— Cancel Apply b
]
TrTT ARG T T RRGATI T O TGO GITRECRC TR T
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Yty Enable sequence for DNA Fragments

Review &
Add to Cart

Optimization /

Start Upload Review Status Sequence Problems

DNA Fragment MMof| Z&t51X| 922 sequenceE ¢St 37|X| £8M
1. X7t U= sequence BE5 AT 82 + US

RIAIIT
\GAAGCTGGETHCAGCTETAGCAAGC TTGCTACG
"CTTCGACCCATGTCGACATCGTTCGAACGATGELG

[ Repetition-1:A

< Repetition-1:8

ACAGCTGIAGCARGCTITGCTACGECCGT

G4
;cpy Start 61 End: 88  Position: 61 Length: 28 C

| Cancel Apply

T GO RG T T RRG AT T T TGO GO GIT R ORC TR T

A

Sequence MH|Z optimization £ QIS

= R AS A o= StA O|2
3. ‘Fix Problems’= Z|A SO £HO 2 sequenceE HAS £~ Q=2
L . . . = o =
0= Coding Region(ORF)2} Host Organism ZEE Ze =2 &t
Optimize (optiona) Order
. ) Sequence View Quality Graphs
2022AABKGF Fix or Optimize sequence @
BgII1 Xbal HindIIT Xhal 5fi
0 2o Optimize your sequence for better TOCTCCCCTCACCATACTGETTT ACGGTTTAGT GAACCGTCAGATCTCTABAAGC TOAGTACAGC TG TAGCAAGC TG TACGECCGCTCGAGGCCOGCAAG
= - ) ) ACGAGGEGAGTGETATGACGAAATGCCAAATCACTTEGCAGTC TAGAGATCTTCEACCCATETCRACAT CETTCGAACGATGCCGGOGAGCTCOGGRECGTTL!
expression or to fix potential problems [ SEB I T ALLEE Fis) e SI OV TKILI 6 7) ATV ATSILILEREERL E) A) GIK
Back to sequence list [ Tepetition-T:A -
| " Repetition-1:8
Bacillus subtilis -
0 testl T T T T T T T
e | 18 0 3t 4 50 &b £l El 108
Ige prodlems
= . - BamH1 5all Ncol
Define ORF Manually CGGATCCAGA GTGTTGGGGETCGACAATACCATCGTGTGCTCCBGGAAGT TCACGCACTTCCCATGGCTGCTCRGCTGCACTGCGAACTGRATGLT!
GC High 246-306 GCCTAGETCTG ACCCCCAGCTGTTATGGTAGCACACGAGGCCCTTCAAGTGCETGAAGGG TACCGACGAGCCGACGTGACGCTTGACCTACGAL
JE— JR— AGISPRy M EFWIL GIV) OB TRIYVSC) S ) Gk F T/H FEEWILIL) 6FC) T ) AT WHRD L
Repetition ~ 62-84 | 85-87 , . ; ; . . .
1 = 420 e 128 138 140 15 160 178 188 150 200
4 4 SaclI SacII BanHI

GOGGGACGTCGTTCTGCTACGTCCCCTCGEAGT TEAACCCCOCGGACGCCCCTTCCOGOEGCCTCCTCGEEATCCTCCTCGOGCCGCCGCCECTGCTGTTCC

Clear Apply CGLCCTELAGCA, GATGCAGGEGAGCCTCAALT TGGEGOGCCT CCOEE0AAGGECGICEEARGAGCCCTABGAGGAGCECOGCGELGGECACGACAAGE,

Be Tis FIC) vIVERN S eJ R aj 0 A F ST sl LT L) +TEENES L L FH
GC High

Protect my cloning sites @

T T T T T T T T
Protected Regions Li ] ne prl] 239 249 25 268 2m 280 20 e ne
Agel
CCTTCCACCGGTCGEACCTCCCTGT TCGCCGTCTCCCCGOCTGCGCCTTTTCATCGECCEEACCETETGTCCTTCGCTTCACCTGTGLGGACCTTCAAAGAL,
GEAAGGTGECCAGCCTGEAGGCACAACC GECACAGGEGCCEACGCGEAAAAGT AGCCGELCTGGECACAC AGCAAGCCGAAGTEGACACGCCTGOAAGTTTCTG

BB S T CERTISIL F AJV)SIPP ADP) F HIRDEFDOJRIVIS F AJSHER VIR T FIK'D

Motifs to Avoid @

Fix Problems @

T
32 EE] 340 350 EL in 330 3% 4 410

ATGGA
1 3

Length: 4271 bp Start: 1 End:1 Selected: 0
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Review & Add to Cart

Start

Order

Upload

Optimize (optional) Order

Your Sequence Configuration

Your Products

Review &
Add to Cart

Optimization /

Hpulni S Sequence Problems

Suggestions

Enter quote or promotion :"

32

Add Sequence - ! Selectall
Apply
W testt 421 bp EXA
4 EuR 475
5 business days Galt Summary
1 item(s)
W testz gsab = EPM Product price 1,180,000
5 business days Gast cubih I
@ tons | EXTTR Fepimie oo hHW 180 00D
EUR 19151 string Payment Information
y

19 business days

or

Order as cloned gens

Transfer control of cart

Continue shopping

1. Add to Cart 0|3 AN 53] T4 XI
2. Begin Checkout 22l6t0d @O TIglist7|



Review & Add to Cart

. Optimization / Review &
Start Upload Review Status
P Sequence Problems Add to Cart
Order
oFisher Y
SCIENTIFIC Checkou{
'-' Shipping & Billing
T clogies Korea LLG (2)29 U224 @ FE 32 1,208,000
Shipping addeess. Biling adomss
mvvlr-gﬁﬂ“_’-?gi _____ R Wb ref # 3560744704
23U BUE amel - g3 A — [ | St 1o ==
e b 200z = 2of Mel2 & 7| XisHFMI!
mc mnc
WONET 22000 14 ®RHES SR o00id 14
lab o
at seoul, NAA 02588 Komea (South)
seoul, N/A 02580 Korea (South)
1ES
HEZE = 1,180,000
FIE 24 1,980,000
S 118,000
TEEA 1,208,000
ThermoFisher BANY -
8l KRW 1,298 000 sElENTIFIG | haekaul
27 A=512| :
M 2A 22 2y
Fil RLLECL ]
£ AN SLSIAICEHE ME 28 5 —— € b oen owsn
et re=ss s s === "
= A1 1 FomE am - 1 k= O Seiect ~
7E:|I-”7|- X'—I%Ij El L'l SO 7E:|X-”§ = é'”l B SeT ey TR e os ey
PO I (HmMNT
I s Pk A AEPLIMPPAIE A U 0L 3 U PRieRNE
=L XD L}
PO tﬂit T EM|'|—|' TTEET
Oa= (=] = 410 serd INChian N Sooumentas 40 Para que & s relerncia.
T o 2of Mat 7[xH HE

CFERNMY AR
v B s

b O E SR

288
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Review & Add to Cart
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Plasmid Reorder

Plasmid Z|E&E5}7]




Plasmid Reorder HOW to start

GeneArt

| A Home What can we offer

W Orders & Drafs

" suppon

3 Picng

Q)

Cloned Genes DNA Fragments
(100-12000bp) (2003000 bp) R .
eorder Plasmid
Loammor Looem s Order stored plasmid

A Youhave an active draft

N\

Custom Proteins DNA Libraries
Expressed and puified Directed Evolution

Loam more Loam more

GeneArt Dashboard > Plasmid Reorder

Plasmid Reorder - Instant Designer

Select the constructs to be ordered and select your desire delivery quantity Cancel Import & Save

Constructs that cannot be ordered are not displayed @

My Projects and Constructs Search by project name or id Q PI’OjeC’[ ﬂame _EEE -arch by construct name or id Q
221212 2 constructE ' L
Project ID2 ZM 715

;DH@- Olgol S\)’!E Project Name Project Id Last Updated Construct Id
HEO =2 =Zz|5kA|H +  JUsc00030 2021ABNNBP 08/30/2022 o SoneTracts found
IMBESS + E SE6AH

Plasmid T2 7ts

Add >

< Remove

GeneArt Dashboard > Plasmid Reordgg

Plasmid Reorder - Instant Designer

Select the constructs to be ordered and select your desire delivery quantity Cancel

Constructs that cannot be ordered are not displayed @

My Projects and Constructs Search by construct name or id Q Constructs @ Search by construct name or id Q
+ Back to projects list Construct Name Construct Id
CI=D JUSC00030 2021ABNNBP 08/30/2022 B NDFE Lo Bl 21ADGR2P

Construct Name Construct Id Action
v  BC2-Nb-RS-L33-1594LC 21ADGR2P 3

BC2-Nb-R 21ADGR3P *

Add >

BG2-Nb-RS-L30-1594LC 21ADGR4P 3

ben s & Remoy

BC2-Nb-RS-L7-1594LC 21ADGR6P 3

Constructs MEH S “Add” 221510

=5t
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Plasmid Reorder HOW to start

1. Construct2| ®l5H= EF219| delivery quantity MEH

Select Delivery Quantity

Informational: The selected quantity will be applied to all
constructs

Delivery Quantity
Select
search
1L 1Y YIS USRS, 1aNSISU UL i aus
TE, 1-10 mg yield (gigaprep), Transfection Grade
TE, 10-15 mg yield (2x gigaprep), Tr%fection Grade
TE, 10-15 mg yield (2x gigaprep), Transfection Gi

H20, up to 100ug yield (midiprep), Transfection Grade

H20, up to 500ug yield (maxiprep), Transfection Grade

2. Delivery quantity Z4E 2! MEH

GeneArt Dashboard > Plasmid Reorder

Plasmid Reorder - Instant Designer

Select Delivery Quantity

¢ Edit delivery quantity W Delete
Construct Name Construct Id Delivery Quantity

BC2-Nb-RS-L33-1594LC 21ADGR2P TE, 10-15 mg yield (2x gigaprep), Transfection Grade

3. ZHMIE *lst =L 7|

Dashboard > Plasmid Reorder

Plasmid Reorder - Instant Designer

Plasmid Preparation Configuration Your Product USD 714.00
Project: 2022AAAKRR
‘Status: Draft
@ BC2-Nb-RS-L33-15941 7146 bp USD 714.00
Item Quantity

6 business days
TE, 10-15 mg yield (2x gigaprep), Transfection Grade
Plasmid Preparation 1

Estimated production time @

Plasmid Preparation - 6 business days

Emailwill be sent when Qualty Assurance files
ara available in ThermoFisher Connect

© Kindly review the sequence(s) before
ordering

Download Summary

Add to Cart (1)

Contact us

-

Cancel

Price

USD 714.00
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