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Reverse transcription — cDNA Synthesis (cDNAS!H)
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SuperScript IV RT and SuperScript IV VILO Master Mix cDNA synthesis workflow with ezDNase
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Figure 1. High efficiency with degraded RNA. RT-qPCR of degraded RNA Figure 2. Tolerance to inhibitors. This data shows first-strand cDNA

(RNA integrity number (RIN) 1-3) from human cells and plant tissues with synthesis of an RNA ladder in the presence of reaction inhibitors. cODNA
different RTs and Applied Biosystems™ TagMan® Assays. Delta C: values fragments were resolved by alkaline gel electrophoresis. All RTs except for
(AC: = Ci — Gt superserit v) sShow that SuperScript IV RT, with its standard 10 SuperScript IV RT were severely affected with trace amounts of inhibitors.

min protocol, delivered higher cDNA yields and lower C: values than the
recommended protocols for SuperScript Ill reagent and other suppliers’ RTs.
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SuperScript IV Reverse Transcriptase e |
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Random hexamers, Ribonuclease Inhibitor, E. coli RNase H, DEPC-treated
water, Total HeLa RNA, Control Primer set

SuperScript IV VILO Master Mix
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SuperScript IV One-Step RT-PCR System

e SiLie| REOIM RTRE| PCR7IX| &HH0oj 7k

e Platinum™ SuperFi™ DNA Polymerase &t

e 6zDNase™ Enzyme Z &= MECZ 11O{ 7ts
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SuperScript™ IV UniPrime™ One-Step o
RT-PCR System
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Figure 3. High sensitivity and reliable target detection from low Figure 4. RT-PCR cycling under two annealing conditions. Nine targets
amounts of input RNA. A 0.43 kb fragment was successfully amplified with varying calculated annealing temperatures were amplified from 10
using serial dilution from 1,000 ng to 0.01 pg of Invitrogen™ Universal ng UHRR using a universal annealing temperature of 60°C (left), or the
Human Reference RNA (UHRR) and the SuperScript IV UniPrime One-Step annealing temperatures calculated with the Tm calculator for Invitrogen™
RT-PCR System. The molecular weight marker is the Thermo Scientific™ Platinum™ SuperFi™ DNA Polymerase (right). The molecular weight marker
GeneRuler™ 100 bp Plus DNA Ladder, ready-to-use. NTC: no-template is the GeneRuler 1 kb Plus DNA Ladder, ready-to-use.

control.



SuperScript IV Format

SuperScript IV First-Strand

Synthesis System

A M0 W= 2oz &Y £|X5) Its 2ol 228t 2E Component7} gt 71 Helsta ZHHSE Master Mix
SEf RTase & cDNAEIM 7|E cDNA & OfAEZIA
THE SuperScript IV RT, SuperScript IV RT, 5X RT buffer, 0.1 M SuperScript IV VILO Master Mix,
5X RT buffer, 0.1 M DTT DTT, 10 mM dNTP mix, Oligo(dT)20, SuperScript IV VILO Master Mix 'No RT'
Random hexamers, Ribonuclease Control, Nuclease-free water
Inhibitor, E. coli RNase H, DEPC-treated
water, Total HelLLa RNA, Control Primer set
IS 2= 50-55°C 50-55°C 50°C
RT HESA|ZH 108 108 108
SKU# 18090010 18091050 11756050
18090050 18091200 11756500
18090200

SuperScript IV One-Step
RT-PCR System

SuperScript IV UniPrime One-Step
RT-PCR System

SuperScript IV CellsDirect cDNA
Synthesis Kit
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A= SuperScript IV RT Mix, 2X Platinum SuperScript IV RT Mix, Red (50 pL) 2X SuperScript IV CellsDirect Lysis Solution,
SuperFi RT-PCR Master Mix, UniPrime RT-PCR Master Mix, Blue Stop Solution, Lysis Enhancer, Dnase |,
nuclease-free water (625 pL), Nuclease-free water (1.25 mL) RT Master Mix, No RT Control
Z[AHS 2 50°C 50°C 50°C
RT BESAIZH 1082 1082 102
SKU# 12594025 Colored Uncolored 11750150
12594100 12597025 12596025 11750350
12597100 12596100
12597500 12596500




DNA Amplification - DNA &%

Platinum DNA Polymerases
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Figure 5. Fidelity comparison of commercially available enzymes and Taq
enzyme. PCR amplicons (3.9 kb) obtained using di erent DNA polymerases
were fragmented with a MUA transposase. Unique molecular identifi ers (UMls)
of 12 random nucleotides were introduced during fragmentation to tag each
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Platinum Il Taq Hot-Start DNA Polymerase
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* M= type : DNA polymerase, PCR Master mix, Green PCR Master mix
e Main Application : Gene expression, sanger sequencing

Fast DNA synthesis at 15 sec/kb

Platinum Il Tag polymerase
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Figure 8. Fast cycling reduces PCR run time. A 0.5 kb fragment was
amplified for 35 cycles, using Platinum Il Tag Hot-Start DNA Polymerase
and hot-start DNA polymerases from other suppliers (A-F).

Platinum Direct PCR Universal Master Mix
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* Master Mix M2 2 75 AN
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e Sample Type : Cell, Tissue, Insect, Fish, Plant, Bacteria &

o JLMZ : Universal Master Mix, Lysis Buffer, Proteinase K, GC Enhancer,

Nuclease-free water

Two protocols to fit your needs

Proteinase K Lysis buffer

Figure 10. Direct and lysis protocols. Two protocols are available to
amplify target DNA directly from crude samples. The direct protocol offers a
shorter workflow, whereas the lysis protocol allows flexibility and long-term
storage.
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Figure 9. High sensitivity and reliable amplification from low
amounts of input DNA. A 0.5 kb fragment was amplified from
a range of human gDNA input, using Platinum Il Tag Hot-Start
DNA Polymerase.
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Figure 11. Efficient multiplexing in direct PCR. Five fragments
of 0.1-1.1 kb were amplified from mouse tail in singleplex to 5-plex
reactions, using the lysis protocol.



Ordering information

SuperScript Family Platinum Family
Product Label Size SKU# Product Label Size SKU#
2,000 units 18064022 120 reactions 10966018
SuperScript™ Il Reverse Transcriptase 10,000 units 18064014 Platinum™ Tag DNA Polymerase 300 reactions 10966026
4 x 10,000 units 18064071 600 reactions 10966034

SuperScript™ First-Strand Synthesis System for .
RT.PCR 50 reactions 11904018 Platinum™ Tag DNA Polymerase High Fidelity

SuperScript™ One-Step RT-PCR System with

100 reactions 11304011
500 reactions 11304029

Platinum™ Taq DNA Polymerase 100 reactions 10928042 Platinum™ Taq Green Hot Start DNA Polymerase 600 reactions 11966034
SuperScript™ VILO™ cDNA Synthesis Kit 50 reactions 11754050 Platinum™ PCR SuperMix High Fidelity 100 reactions 12532016
i 50 reactions 13000012
SuperScript™ VILO™ Master Mix 90 reactions 11755050 Platinum™ Hot Start PCR Master Mix (2X)
250 reactions 11755250 200 reactions 13000013
2,000 units 18080093 50 reactions 13001012
SuperScript™ |l Reverse Transcriptase 10,000 units 18080044 Platinum™ Green Hot Start PCR Master Mix (2X) 200 reactions 13001013
4 x 10,000 units 18080085 1,000 reactions 13000014
ipt™ Il First- i i 100 units 12351010
SuperScript™ Il First-Strand Synthesis System 50 reactions 18080051 Platinum™ SuperFi™ DNA Polymerase
SuperScript™ |II First-Strand Synthesis SuperMix 50 reactions 18080400 500 units 12351050
SuperScript™ Il First-Strand Synthesis SuperMix 50 reactions 11752050 100 reactions 12358010
for gRT-PCR 250 reactions 11752250 Platinum™ SuperFi™ PCR Master Mix 500 reactions 12358050
SuperScript™ Il One-Step RT-PCR System with 25 reactions 12574018 5 x 500 reactions 12358250
Platinum™ Tag DNA Polymerase i 50 reactions 4464268
100 reactions 12574026 Platinum™ Multiplex PCR Master Mix -
SuperScript™ Il One-Step RT-PCR System with 25 reactions 12574030 250 reactions 4464269
Platinum™ Taq High Fidelity DNA Polymerase 9 ti 125741 100 reaction 14966001
00 reactions 574085 Platinum™ Il Tag Hot-Start DNA Polymerase
25 reactions 18080200 500 reactions 14966005
SuperScript™ Il CellsDirect™ cDNA Synthesis Kit ;
100 reactions 18080300 50 reactions 14000012
2,000 units 18090010 Platinum™ |l Hot-Start PCR Master Mix (2X) 200 reactions 14000013
SuperScript™ IV Reverse Transcriptase 10,000 units 18090050 1,000 reactions 14000014
4 x 10,000 units 18090200 50 reactions 14001012
50 reactions 18091050 Platinum™ [l Hot-Start Green PCR Master Mix (2X) 200 reactions 14001013
S Script™ IV First-Strand Synthesis S
PR e — 18091200 1,000 reactions 14001014
. ) . ; 100 reactions 12361010
SgperScrlptTM IV First-Strand Synthesis System 50 reactions 18091150 Platinum™ SuperFi Il DNA Polymerase .
with ezDNase™ Enzyme 200 reactions 18091300 500 reactions 12361050
25 reactions 12594025 100 reactions 12368010
S Script™ IV One-St -

Sl ne-Step RT-PCR System 100 reactions 12594100 Platinum™ SuperFi [I PCR Master Mix 500 reactions 12368050
SuperScript™ IV One-Step RT-PCR System with 25 reactions 12595025 5 x 500 reactions 12368250
ezDNase™ 100 reactions 12595100 100 reactions 12369010

25 reactions 12596025 Platinum™ SuperFi Il Green PCR Master Mix 500 reactions 12369050

15% SuperScript™ IV UniPrime One-Step 100 reactions 19596100 5 x 500 reactions 12369250

Efy RT-PCR System
500 reactions 12596500 100 reactions A44647100
25 reactions 12597025 Platinum™ Direct PCR Universal Master Mix 500 reactions A44647500

Y/ SuperScript™ IV UniPrime One-Step ) 4 % 500 reactions  A44647200

RT-PCR System, Colored 100 reactions 12597100

500 reactions 12597500

50 reactions 11756050
SuperScript™ IV VILO™ Master Mix

500 reactions 11756500
SuperScript™ IV VILO™ Master Mix with 50 reactions 11766050
ezDNase™ Enzyme 500 reactions 11766500

50 reactions 11750150

SuperScript™ |V CellsDirect™ cDNA Synthesis Kit
500 reactions 11750350

SuperScript™ IV CellsDirect™ Lysis Reagents 500 reactions 11750550
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