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Repertoire Analysis using TCRf sequencing
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Figure 2. CTS ™Dynabeads ™CD3/CD28 preferentially isolates CD3* CD28* positive
cells. PMBCs were incubated for 30 min with CTS™ Dynabeads™ CD3/CD28 at a ratio of O ‘
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isolation efficiency. (A) Representative cytogram demonstrating efficiency of CD3*CD28* T
cell isolation and (B) summary of recovery statistics from 9 experiments.
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T cells from peripheral blood mononuclear cells (PBMCs)

Figure 5. Increased clonal diversity after T cell expansion. (A) Overview of evenness, illustrating the
difference in clonal expansion between samples with high evenness (left) and low evenness (right). T cells
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