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Prevotella copri Bacteroides vulgatus
Faecalibacterium prausnitzii Faecalibacterium prausnitzii
Bacteroides vulgatus Bacteroides uniformis

Alistipes putredinis Bacteroides stercoris

Barnesiella intestinihominis Alistipes putredinis

Roseburia intestinalis Eubacterium rectale

Bacteroides thetaiotaomicron Ruminococcus bromii

Bacteroides ovatus Bifidobacterium longum

Sutterella wadsworthensis Bacteroides thetaiotaomicron
Bacteroides caccae Parabacteroides distasonis
2r2132.3 (FF—1. [R) PICEEICEFET DEEN T 10 2r2132.4 (R —2, |R) PICEEICFET DEENY 10
Pseudomonas phage F10 Pseudomonas phage F10
Pseudomonas phage B3 Pseudomonas phage B3
Pseudomonas phage Pf1 Pseudomonas phage Pf1
Pseudomonas aeruginosa Pseudomonas aeruginosa
Pseudomonas phage DMS3 Pseudomonas phage DMS3
Halomonas stevensii Lactobacillus crispatus

Halomonas (3R45)%8) Halomonas stevensii

Human adenovirus B Alcaligenes (F57%$8)

Alcaligenes (5%8) Prevotella bivia

Varibaculum cambriense Haemophilus parainfluenzae
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Haemophilus parainfluenzae Prevotella melaninogenica
Streptococcus mitis, oralis, and pneumoniae Streptococcus australis
Streptococcus australis Streptococcus parasanguinis
Prevotella spp. oral taxon 473 Veillonella atypica

Neisseria flavescens Haemophilus parainfluenzae
Streptococcus infantis Prevotella pallens

Streptococcus sp. GMD4S Veillonella parvula

Prevotella melaninogenica Porphyromonas sp. oral taxon 279
Veillonella parvula Streptococcus infantis

Veillonella sp. oral taxon 158 Streptococcus salivarius
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