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A=Y —RENRTREAALY A2 » JOSTIMIPOTALT. ETRREE=SUY
GeneArt Dashboard| =¥ &) 1)« uFLS LTEERRES

A)  [Home]: &FEH—E R%&:&R (FEHXP4)

B) [Orders & Drafts]: 7OP VMR EZHER (FHMllIZP41, P42, P43)

GeneArt H—EZA VS 1R— KT, BHEICEX

© ®

GeneArt Dashboard Guide

c) [Project Templates]: #8 #Fe 5 —¥EERE VG R & 7R - B IE (FE#ILP23, P35)

2 0N

o ~ GeneArt
/1/ __//1/ __/ New! Tempiates and bulk configuration features now make placing your [arger or frequent arders simpie. 2% Geﬂ eArt Drafts (=] Q
e Wateh for the apton o configure and eplimize multiple sequences during e iMport step
Welcome
__L_ J— * & Home ]
H—& What can we offer you? # Sequences Project Typa Lastmodifad + Status
T T L
a 1 = 2E-Aug-2028 Cras -
B Poec Tomplaes T ™ Orders & Drafts
- -] 1 2i-dug-E0EE Drat
. LS o o . :
| 2 23-Aug-a0g2 Agces to Cant
) A pen Orders
% Pricng [ . o 1 22-Aug-2028 Deat
Past Onders -
b/ ZaN = . -
- Cloned Genes DNA Fragments Reorder Plasmid Bt Proect Tempizes = = F-dug-zz s
{100-12000 bp) {200-3000 bE Order stared pizsmid & = P ol
L
Order Mowr =) 1 11-Aug-2022 Dratt
A BB T (=] (== Loz ] N
Laarn mara Laarn more Laam mars a z D3-2ug-2023 Drast
‘( Q @ @Ccme Add or edit project templates with your faverite vector configurations and optimization settings to enable fast a
Custom Proteins DNA Libraries easy submission of future projects. To use a template, start a new cloned genes project from the Dashboard Ho
Expreszed and purtied Drected Evolution and select to configure multiple sequences during the import step.
A Home
Actions Template Name Last Md
Loam more Learn mora
™ Orders & Drafts b
W Delete & Configure Manual 230830 30-Aug|
it Project Templates *
> o >SS, Cloned Genes
BEEA~R—: P4, P23, P35, P41, P42, P43
DNA Fragments
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GeneArt Dashboard 3—E XDEIR

@ GeneArt Dashboard TIER DY —E R %:& R AT HE
A) Cloned Genes— A TiB{EF & (P6IZ#:K)
B) DNA Fragments—GeneArt Strings DNA Fragments (P25(Z#i<)
c) Reorder Plasmid—BE;¥X. BEICERLI-EGFDTSRAINE
& (P371#7<)

@ ;EE:Custom Proteins (2 /3B H#IEFEH) . DNA
Libraries (ERS473—) T4V FAVTHIGLTHYE
BA, CHEEZNDIHE Xjpcustom@thermofisher.com (5
Y —ER)EFTITEMKZIV HEEMNSERWN-LE
ER

@

A

Custom Proteins

&

DNA Libraries
Expressed and purified Directed Evelution

a Quote
Leam more Leam mare

BEE~—:P3, P6, P25, P37
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@

(100-12000 bp)

Cloned Genes

Start New Project

DNA Fragments

(200-3000 bp)

Start New Project

Reorder Plasmid

Order stored plasmid

Learn Nore Learn more Learn mjore
@ © A 4
1. Enter project information (Optional)  Default project name will be given f not specified Plasmid Reorder - Instant Designer
Select the constructs for reordering Cancel Import & Save
Gonstructs that are not availabie for reorder are displayed in grey @
My Projects and Constructs | Search by project name or id Q Constructs (D) Search by construct name or id Q
2. Select sequence input method Download Excel template
Project Name Project Id Last Updated ¥ Construct Name Construet ld
C(B @ Mo constructs ssiected
Add >
Upload Sequence File Manual Creation
FASTA, GenBank or Excel format. € Remove
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FRIOVIIMNYEER ALEEGEFEM

@ FaszorahHnld [Project name] IZ. ZDHEE M HhIE[Optional
description] [CAF1*L(EBBBMBETIEELY) , BIEMNERA I DIHE [EProject ID
(f5]:2023ABCDEF) KB EI&R <N b

@ [Download Excel template] 7y LT, BIEANTEI7MILEZHoO—k

@ AorO—RLEI7AILICUTDESRE AN, EEE S A D FTEE

A)  Sequence Name GEfnF %) : FAXRHMTF. BEL[&[_1DH. AR—XIEFRH, 20X F LA

B) DNA/ Protein Sequence:DNA: ATGCEEE. 73/B: IXFRAEDH. 7I/BREEIDHZEDR
by TaRuld 7RERI[*]

c) 5'Region (optional) (5'{FNEE5I : KozakZi&) : DNA: ATGCEEE

D)  3‘Region (optional) (3 INEES : Rk TR 72 E) : DNA: ATGCEKEE

AR O0—=UJ ATHIREBERY A A T - FISNTOENEEE, BISERIRUEFIRERY A

BEMICERFEERIICAMENS (PI7SHR), Bl hICFET LHBRESR Y AMNIFIRATELL,

L TERF ERSI T DHREEEY A~ DHEIBRA A EE (P10@) ,

@ TJ7AINETYIO—KTB1=8. ET D [Upload Sequence File]&Z%')v%s
® I7AMILOT7YyITO—RFEREIZHEE (P7IZ#H)

® BIEREEEFANTSHE(EHETD [Manual Creation] 49')v9
@ QLE*kIZERF|EHREA AL TH LD [Continue] 45" v%5 (P8IZH:K)

LEANF - AR—RIEIS—ORERREGYVET DT, TFEELZSLY,

PERICOAERTETY  DHAICEFERNEFEEA
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@ 1. Enter project information (Optional)

Default project name will be given if not specified

Upload Sequence File

FASTA, GenBank or Excel format

Manual Creation

Copy & paste your sequences directly
into Instant Designer

Hshctin_nuc
Hshctin_aa

DNA / Protein Sequence
» For protein sequence(s), please seiect a Host Organism on the next step. Kindiy ensure that stop codon is present, indicated by asterisk *
symbol.
* Selecting a non standard production vector, you will define vector insertion points fater which will be flanking 5' and 3' of your sequence.
They must not be present in your insert —not even flanking. Optimize and “avoid motifs” to remave them.

ATGeaattcaagctizgatecTGTGAAGAAGAGGACAGCACTGCCTTGRTGTGTGACAATGECTCTGGRCTCTGTAAGGCCEECT T gocace
MEFKLGSCEEEDSTALVCDNGSGLCKAGFAGDDAPRAVFPSIVERPRHQEVIMVGMGQKDS YVEDEAQSKRGILTLKYPIEHGITA gecace

5* Region (optional) 3' Region (optional)

1. Enter project information (Optional)

2. Select sequence input method Download Excel template

4

Default project name will be given if not specified

>

Upload Sequence File

FASTA, GenBank or Excel format

6

Z

Manual Creation

Copy & paste yourfsequences directly
into Instarft Designer

&

* 2023F 4 A K DHIE

[S&Y. Kif(HIBREE

CI‘B FHAMEMENTH
/v Drag files to upload, or

IS—AytE—UAKRTE
Sy ELEz,

@=

.......
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RIEETIFALETYIO—F ATREFER

D ERINEREAALI=-T74I)L%EDrag. H5UME
[Choose file] #0')yILTI7AILEERT S
& BEIMICESIFERN 7 yTO—FENnb
TYITA—FNETTHEERITTFAILAE
REND, T7MILIFERT7 YT O—RalEE
7y7A—LEMET LIz6. B LD [Continue] @
x9)v9 Dovrload Excel empace Cancel m
ANEBMN T+ 727373585 | [Check Status]Z importantnformatin for Gloring and Prote

2oL THEREE A EED (P8IZHiK) Files
Aﬁ1sﬁg$ﬁb§ﬁﬁﬁi§és [Stay on th|S page]& /]\ @ Tt + Cloned Construct Templ.._18.00 kb

)L T@OLERLHEZRE A ED (P8IZHE g les t uond, o
). Ef=IE[Continue to configure]Z4')woL q

Upload Sequence(s)

@ ® © ©

Choose file

T[Review]~&EEL, (PIIZHEK)

p Excel, GenBank, FASTA

——— 6

Check Status X Everything looks good! X

®

g on before th bei 4 All uploaded saquances have passed our initial checks and ars ready to impart
One or more sequences need attention before they can be imparted. Stay on this page if you would like to select host organism for multiple
as @ or

Click on ¢ Configure to identify and address errors. If you would like to sequences @ individual . Full n options
apply same configuration on multiple sequences like Optimization or available in the nexi step
Cloning parameters, you can do this by selecting the sequences and click

REE~R—2:P6, P8, P9

7 HERICOAERTERY DHAICEERNEFEEA
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Project: 2023AAY2ND

9 © .
@ AHALERFIERDURAHRTINEDT, AEERE | 77 s @ ®
B, T5— (K[ | ) DB HBEF[ConfigurelE sy | azmn e

7 (A) £ Configure Selected W Delate Selacted Protein sequences must have a host organism selected. You can do this for one or multiple sequences. @

[Seq uence | nfo] 9 7'6@3 | '|‘ $E D {IQIE E E 75\ __|' ﬁl:. o @@Amions Status Sequence Name  Vector Delivery Quantity Type Host Organism Length @ DNA/Protein Sequence
I5—AytE—o 720 ﬁ) BHIEH ‘iﬂkIE m WhE, w Dem HsActin_nuc Standard (pMX)  5ug dried plasmid DNA DNA No optimization 1152 ATGGAATTCAAGCTTGG. .
[CIone Configuration]’;'lj ’G’\O’)'l—d)iiéﬁ " 7°37\E P ® Delete & Cofigure O HsActin_aa d plasmid DNA PRO. . No optimization 384 MEFKLGSCEEEDSTALY...

B D TEAE - M EIAE AR A T L as DB IRANET A \
[VeCtO r] -G'jﬁté ®’§77_§5§*R (E*%H ‘ip15§lﬂlﬁ\) @ Sequence Info ! Clone configuration X Sequence Info Clone c;figuration

®© O © O

[Delivery Quantity| CCHFED T IAIRFER R —)L ' @
= uence name * equence e’ Vector
BRI (FEMITP18B ) . | et
HsActin_aa PROTEIN - pe 4-
[Production Time] TR EA TH 1 [L[Standard]. #k S —
5' Region (Opticnal) 3' Region (Optional) S ST

a4 T ar ThnIL[Express]|[SuperSPEED] %

GCOCACC Enter 3' region sequence

.
ER v
Host Organism for Optimization ™
Delivery Quantity

@ 7 ’éﬁﬂﬁlﬂi BAEDLIE, RBEIEEYED R | S B

lj: 12 P13 ““ o TE, 1mg yield (megaprep), Transfection Grade
—BELEOD ROV LEE AL, 2 THRED e e e © prsscon e (6)

m:TL,T: 5. ALE®D [Import & Save] #5')vILT Sequence” Standard

-

1 - 1 H . E ~ ~ .:1:| MEFKLGSCEEEDSTALVCDMNGEGLCKAGFAGDDAPRAVFPSIVGRPRHOGYMVGMGOKDSYVGDEAQEKRG

ReVIeW Optlmlze Order E izEJJ(Pg {f‘Jl'() ILTLEY PIEHGHITHNWDDMEKIWHHSFY NELRVAPEEHPTLLTEAPLNPKANREKMTQIMFETF MV PAMYVAIGAY

JL == LSLYASGRTTGIVLDSGDGVTHNYPIWEGYALPHAIMRLDLAGRDLTDY LMKILTERGY SFVTTAEREIVEDIKEKL
~ P20~ H8 "
@ *Eﬁ {K¥ 0) % Eﬁm[i Z AR CYWALDFENEMATAASSSSLEKSYELPDGOVITIGNERFRCPETLFQPSFIGMESAGIHET TYNSIMKCDIDIRKD P
;

Length:384
. o o Cancel m
BEE~X—:P6, P7, P9, P12, P13, P15, P18, P20, P21

8 WIERICOAERTEETY DHAICEFERNELEFEEA



9

Review RHPA—FSRASFEFER - MBI DIRE

@ BRNGERLIEAVA—DRTEINS, EET S5
[Vector] Mo EEIR (FEM(XP14, P15, P16S M), HIREE
REDGEITEABLEER GEHEIPLISER),

@ BRNTERLIZTSRIFBHERT—ILBRTIND EET
515 E 1L [Delivery Quantity] M5B EER (3E#XP185
)

@ [Edit5 and 3’ regions] 7'y 9 &5 T ANESS]. 344N
BL5 D A DV AT BE (Kozak, FIREER Y (b, yO—=F0
fFIEEHIARE)

EE OD—— G RATHIRBRYASSA A - FMShTOVEWLEE ., &
ISERU-HIRERY A BERICER T ERSIC{FMSh S (P175

BR), Byl hIF T SHlRERY A MMIFATELRL, RBILTERT
ERCHI DHIRER Y A DEIERA AT EE (PL0D) .

@ [Apply changes to all sequences] [CAZANDE, B—7

OCIYNADETHDEEGEFIZ. FVIBEEDARIEI—-TS

ASRRH-5/3 T MEF DR FEMNBERIND, (FINESI A

ZERHDGE XL TERITGLIDTIEE,

[Apply and Analyze] #41) vV L TEE % kit

IBERIIZEREBETSEEIEZREMLTEREICELD

[Edit] Z0')v9 . BRZIEIER [Apply] &0')v5

@ TI/BEINKRINTVDIGEE. ZUT7I/BEY )Y
9, [Edit] 0y 0T HLBEEDEMM AEE. BREZEER
[Apply]l 29')v%

[Plasmid View] Ty 7 DOREZEH B RE

© BHECF~AO—IEREERAIEP20~SHE

F8:E8~—<:P7, P8, P10, P14, P15, P16, P17, P18, P20, P21, P22

HERIZOHERTEES ., BHRICERAVEETERA

® ©@

ThermoFisher
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Review
Test
‘1 1 warnings
HsActin_nuc

HeActin-6xHis_nuc

HeActin_aa

A\ HezActin-6xHis_aa

* (32023F 4 KDK
BIZ&Y | KimIZHIR
B YA MMHmEh
THIS—AvtE—UN

RIRSNAEGYELE,

)

@ &

Optimize (optional)

Configure gene synthesis

Select vector and delivery quantity.

seimm 5 ventor?
wIISSINg & WeCTor:

| pcDMAZ.4-TOPO -

ew vector info Cloning guide

| TE, 1mg yield {megaprep), Transf... ™

o Edit 5 and 3 regions

5' Region (optional)

3' Region (optional)

ERECTT

Apply changes to all sequences B

Apply & Analyze

S N Plasmid View

0 Warning: You made changes to the con
‘Apply and Analyze' will apply them.

RI
@ TEEEEAEEMxhccaccﬁccmﬂahanamﬂ GTGTGA

L1 1 AAGCGGTGETACGTGETGGTGG] Edlt ACTACTACTACACACT
5" region
CRCCRCCRCCRCCZACCART
T TTg
A AMG
Start: 16 End: 33 Position: 34  Length: 18
7] Cancel Apply
A
TIALLLIGI T T TG LA TGLALLLAL TUL T TLBTeIL L TTT|

S ATON T KTEY G Ity vepn g

@ ECC&CCATEL‘&CCACC}&T._ACC}&TTCCC,‘\CCM._,‘&CCA._

L1 1 AALCGETGETACGTEETGETGGTAGTGGTAACGCTCCTTCTCCTG
M{H|H H)H)H)H)CyE E E,D
5'region
CRT

ICATCG
GTAGC

Start: 16 End: 18  Position: 19 Length: 3 I I
7] Cancel Apply 4
LAaaal A ] At A et L ataa aatoatoa e ATCET




Optimize SRFEEIIDHEEIL

@ [Optimize] #45')v%o
@ [Host Orgamsm]l FRIERL-OF B AEYEN
KN (EEARE. & Wti%é@l)XHiPu P13&HE )
@ [ORF]%&%')v%. [Define manually] TRi#iI1EZ1T58 %
AN (IEEEA) | FEBIRBEASIEE
@ 3IEFEDEMHZEEBMATAE
> [Protect my cloning S|tes] n— BAERFICERE L=<
WHIRBER YA MEIETE
> [Protected Regions] :f'iiﬁkﬁ%(:?"aiﬁbf:(ﬁb\ﬁﬂﬁﬂ
MEEZIEE AT AE
> [Motifs to Avoid] : @1t & DECFIIZE HT=<FEL V|
REERY A EIEERRE. BEFROGIRERY A+
xo0—=—UFIZFETHIBEE . COIEFEITNEA)
B [Optimize Sequence] EO')‘J?L’CE— BEILZET
® [Plasmid View] TYy T &##ERT
@ [Quality Graphs] TR i#E ﬂ:&@‘f**%’éﬁﬁ;u
® BHELF~DO—ERTHEAEP20~SH

10 HRRBICOAERTEEY . BHAICIIERAVETEEA
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Review
Test
A 1 warnings
HsActin_nuc

HsActin-BxHis_nuc

HsActin_aa

A HsActin-6xHis_aa

@A

Motifs to Avoid

Optimize (optional)

Optimize sequence @

Optimize your sequence for better expression

or to fix potential problems.

Homo sapiens

| 13- 1164

Glear Apply

Protect my cloning sites @
Protected Regions @

Motifs to Avoid @

Order

®

@

Sequence View Plasmid View Quality Graphs

0 Warning: One or
sequence again.

EcoRT

re sequence properfies is updat]

GAATTCGCCACCATGCACCACCACHATCACCACTGOGAGGAAGAGGATAGOACAGCCCTCGT!

CTTAAGCGGTGETACGTGETGGTY

T AGTGETGACGCTCCTTCTCCTATCTGTCRGEAGCA

M)H H) MR R R)CHE E)E DISAT ALY

5'region
T T T T T
8 24 e 4 5 aa
CTGGEGATGATGCCCCTAGALCCGTGTTTCCTAGCATCGTGGECAGACCTARACACCAGGED

GACCCCTACTACGGGGATG

CGGCACARAGGATCGTAGCACCCGTCTGGATTGTGETCCCG

AT FIBSTTIV) & R_-P)irl @ 6

Contan Quaity Hstogram

SENNC)
n

Gusy s




Order F7<aviain H—rIEM SETERTR

Review Optimize (optional) @

@ [Order] #51)v% Your Sequence Configuration Your Products @ JPY 139,264.00

@ e EBRIE TR i ®

B FrsE A ClChoose Add-on..] EUwse B E—— .
HsEfe Y —E X (Express: 1H%af&. Super Speed: 2~ e e
5REM) . BEUOHUH——4 2 R -TSE-Free: X5
BRMYIDOF T awpBINE L,

@ BEROBEFISHLTAHI avEEMT 558

1152 bp IPY 62,256

Cloned genes 3
14 business days ¢
4 Choose add-on and fast delivery

Estimated production time &

810 14 business days
B @ o acrazor 1140 bp JPY 38,420 il wil be sent whan Cuality Assurance files
& buziness days sre avalsble in Thermo Fisher Connect

poDMA 3.1(#] - ampicilin

[Choose Add_on ., ’]57 IJ “Ja Syg dried plasmid DMA\Research Grade @ﬂ Kindly review the plasmid sequence(s)
before ordering
® WHEIZIELT [Download Summary] MSEFIIEIRE & B @ o acraase resbp [ oPv 955es

B busmess days

| Download Summary
Ul/ﬂ_{’_l\ég“rbsjn_ls peDMNA 2.1(<) - Ampicilin

Spg dried plasmid DA, Rekearch Erads e @
X

[GeneAATEEFERY—ER_Z5FXI=aF )] @ X‘ @ \
MDP8[6 h—hrATOIME - FENIERFE DL S )
@ BEHELTF~O—EHREEAIEP20~5 R ol Ao servees ) Add-on Services

Important: The b
qualified in this pri

Choose the add-on services for your cloned gene.

Production Time @
Standard - Sanger Sequencing @

TSE-Free @

Glycerol Stock &

Stock Agar @

BE~—: P20, P21

11 HSRRBICOAERTEEY . BHAICIIERVETEEA
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(D GeneArt Instant DesignerCiRIR T2 £ MR
FD@EY

@ VRAMZHIEYEDFRE—RBIIRR—D%

@ YRNMIBWEMBETORE L
ipgene@thermofishercomETH BV EHELES
LY

RAiEA~—2: P8, P10, P20, P21, P27, P29, P32, P33

PERICOAERTETY  DHAICEFERNEFEEA

No optimization -

Arabidopsis thaliana

Aspergillus niger

Aspergillus oryzae

Bacillus subtilis

Bos taurus

Brassica napus

Caenorhabditis elegans

Canis familiaris

Clostridium acetobutylicum

Corynebacterium glutamicum ATCC 13032

Cricetulus griseus

Danio rerio

Drosophila melanogaster

Escherichia coli

Gallus gallus

ThermoFisher

SCIENTIFIC

search Q

No optimization

Glycine max

Homo sapiens

Hordeum vulgare

Hypocrea jecorina (Trichoderma reesei)

Kluyveromyces lactis 0406

Lactobacillus casei ATCC 334

Lactococcus lactis

Lycopersicon esculentum

Macaca mulatta

Mus musculus

Nicotiana benthamiana

Nicotiana tabacum

Oryctolagus cuniculus

Oryza sativa

Pichia angusta (Hansenula polymorpha)

Pichia pastoris

Plasmodium falciparum
Rattus norvegicus
Saccharomyces cerevisiae
Schizosaccharomyces pombe
Spodoptera frugiperda
Sus scrofa
Synechococcus elongatus
Trichoplusia ni

Triticum aestivum
Vaccinia virus

Xenopus laevis

Yarrowia lipolytica

Zea mays



mailto:jpgene@thermofisher.com?subject=お問い合わせ　人工遺伝子合成　リストにない生物種での最適化について
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24 —fig4
No optimization ey | A
Arabidopsis thaliana SAAXFRXF
Aspergillus niger

EEME. B2HHE, JNayPHE

Aspergillus oryzae

AAMHE . —koav P hE
Bacillus subtilis HER
Bos taurus F.Y
Brassica napus AIADTISF
Caenorhabditis elegans #% 5 (C.elegans)
Canis familiaris A AX
Clostridium acetobutylicum

DARNIO Y L-TENTFII L

Corynebacterium glutamicum ATCC
13032

)R INTT) 9 L4 JLAZH L ATCC130324%

Cricetulus griseus

FrA=—RX/\LRB—, CHOHAE

Danio rerio

Y3 — iR
Lycopersicon esculentum <k
Macaca mulatta KER.THTHFIL
Mus musculs FRAI, ¥R
Nicotiana benthamiana NHYI7F4A/\3
Nicotiana tabacum 2/\3
Olyctolagus cuniculus JY¥
Oryza sativa FE. A
Pichia angusta (Hansenula EX7ERD—iE
polymorpha)
Pichia pastoris EX7EEND—E
Plasmodium falcijparum BEII)T7REA
Rattus norvegicus Zvk
Saccharomyces cerevisiae HFEA
Schizosaccharomyces pombe NREF
Spodoptera frugiperda koA, SFOfARa . Sf214HRa
Sus scrofa

A/ K-T4

Synechococcus elongatus

<7 /1\7T1) 7 (Engineering Kits, A14259)

Trichoplusia ni

£I5T749a
Drosophila melanogaster FAOLaHPa/NT
Escherichia coli KiGE
Gallus gallus $EB.=JK)
Glycine max K2
Homo sapiens A ER
Hordeum vulgare N
Hypocrea _/ecroer;/;:)( Trichoderma rJaFILT-—bB A
Kluyveromyces lactis 0406 IINAzAIARER
Lactobacillus casei ATCC 334

SORNFILR - HEALEEEE ATCC 334%%

Lactococcus lactis

FORAVARSITAR . SVFRIBE. S9FRE

4593 X273, High Five™ il
Triticum aestivum INVINE
Vaccinia virus DO9U=TF24ILR
Xenopus laevis FTI2VHIAHIIL
Yarrowia lipolytica YOO AT7ER
Zea mays koEOOS

MERICOAERTEEY . BHAICEERVLETEEA




ThermoFisher

BIRAREERI5—DY AR

®A O‘ 5 @B O‘ search Q

Standard vectors PcDNA3.3-TOPO pFastBac | -
(D GeneArt Instant Designer TR Al §E73 —_— NS 4 TOR0
[ -
RYB—FEDEY , LT DRI 1B SRR ’ PRSET_A
A FZEANHA—(F#E:pMX, pMA, pMK) Standard (pMA) PRONRZET pYes2.1V5-His TORO

pET100/D-TOPO

B) Express cloningRy4—(F#:: 9iFEN Standard (pMK) i
Invitrogen X4 —) N—— PEAD_His B

o 13FEFEDInvitrogen 28— (#k#%) PCDNA 3.16:) . \pEﬁSUD_TOPO ) . pBAD_His_G

D) BESFEIREDHRILRGA—(AFLID
¥, BINAEIEPLS, P16SHR)

search Q ®C Q

HKPMXRYA—[L, pUCARYZ—FER—RIZLT=Y ®D
D_:/7 &7?_—G%ﬁ§79——6(iaﬁl')$ﬁ/vo pBADHIS_A pFastBacHTA Custom vectors
$§95%®T—ﬁ_[17>t :/'inf:[ijj'}'V’f:/ pcDNA3.4
UittEEEF O AR ENT-AVI—THRINE PcDNA3.1_Zeo pFastBacHTb R
?75‘\\ %@1&@%%“'“1#"*%‘%%73{% L\Bhéﬂﬁg pGDNAS.1+ Hygro FastBacHTC + 1want to add new vector(s)
B HYET , pMALPMKERIRT 2 E(2EY. F 7
R—H—%EETHILEAEETT GEMHEEI L pcDNAS_FRT PRSET_B
ELGYET),
pDONR_zeo - pRSET_C
¥ Express cloning\o4—A~®MDExpress cloning pYES2

(X5 Kb A F DBEFARMRELYVET  4H
PcDNA3.1(+)AEHIRBERIO—=0 T Ry4—(&
5 Kb LDBEEFHLHITIO—=0F TITEXT
BETY,
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HHYIJon—=—2 45 R5948—08MN(1)

Custom Vector Onboarding

p[ﬂ”ﬁ 3.1 [-l-} - Select vector input method

The onboardsd vector(s) will be added to the cloned genes application vector selection list @

O FHRIRHEANVZ—F)ZANIEMT BHE (L. AN
A—A+DETEBIZ&H SB[+ | want to add new
vector(s)|&7') vy

@ ROS—BIIERET VI T— B EERDIEE ek Q ©) -~ @ ”
INBER T 4]

@ [Upload Vector Sequence...]: 774 JL (FASTA/ pRSET_B T D
GenBank / ExceD &R v I 7o RkOyTLTT VT o e
A—F, 7Yy7O—FRAIIELT+—LEFIoO—F
ATRE(A) o pYES2 / /

Custom Vector Onboardin T
@ [Copy & Paste Vector...]: Ry42—% -2 RIEHRASI% 5 @)‘(
BEiIEAN*L Custom vectors P ’@‘

|

® [Continuel&%')v%. P16~ E) pcDNAZ.4 Aw .

pRSET_C

%
pEGFP-N1 c;) Somissne o
*1 . éﬁ j{? " Z’{—Z(ila—@ﬁ tfd: ")35-3_0)—6, j;If%:(fféL‘ o Drag Files to upload, or
@pETBDB_CT—His

Choosa fie

FASTA, GanaZank Bxos

=+ | want to add new vector(s) /

/ Custom Vector Onboarding

Copy and Paste Vector Sequence(s) Review Vectors. @
 osct e - - |

Vector Sequencels)”

Vector Name* ©
Important Information on vecter sequence(s) @&

PPinkLC_A333 AGATCTAACATCCAAAGACGAAAGGTTGAATGAAACCTTTTTGCCATCCGACATCCACAGG TECATTCTCACACATAAGTG CCAAACGCAACAGGAGG GGATACAC TAGCAGCAGACCGT TG

EE~R—: P9, P14, P16

15 HRABICOAERTEEY . BHAICIIERVETEEA



PP TH/O—=0 T Ry5—DEM(2) ThermoFisher

Custom Vector Onboarding

) @
Upload Vector Seguence(s) Review Vectors @

@ FyTA—RLiAY2—EHIERE R TRT S

@ [E d | t] —G & 9 9_ % E 3;: E E_I-ﬁlé W Delete Selected Review Error or Warning Status below. @
@ [Plasmid View] Ty T &R & @ @ s:us Vector ame Vector Sequence on Resistance Marker Lengtn
@ [Status|AEDVEBOK, ErfortWarning DI & £ 5 1 S | Y e -
D RZEim=LTWBEMNEIMNER @ pelete] & Ect| O Prasmig view | | @ — AGATCTAAGATGCAAMGAGGAAGGTTG... pEREZ2 AmpR 7732
A RNOA—EHXEXFIMET—H—ZF2T B Detete| @ Edit] © Plasmid view e pPINk-LG_2 AGATCTAAGATCCAAAGACGAAAGGTTG...  pBR322 Am 7732
B) AUA—ESIIIBEREROIZEDL 7/
c) NYZ—BERH|ZATGCHDAFED H Edit Vestor Nam @ » v
D) AYS—ZEEBEMT . REE[E] 0B 1
E) ANJF—RICAN—R-FHAXFIFEFEN TR S search Q
H  RHE—RIEISKFLR : |
® [Continue to Cloned Genes]&%')v% (P9~N#K) . pCDNAZ.4 B
® ANHHA—)ZANTERZEM DEGFP-NT
@ TEXE. ¥t A dMaterial Transfer Form#& %+ @ e | e pET303_CT-His
RHyB—EZ AR -ZELFHMaterial Transfer Form - J;m”:f;//)/ﬂ v @ PPink-HC /
W TR B AT A~ O T (34MI£ 7 =27 )L [Option
3 B -BE-BREHATSAIROCHARE. & P22 g - Pt oPink-LC
VT ZASFQ IR AE]PI3~ 165 ) oPink-LC, 2
- ,(__ _ ‘ sy + 1 want to add new vector(s)

BEER— P9, P14, P15

16 HRRBICOAERTEEY . BHAICIIERVETEEA


https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual-option3-202104.pdf
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[Insertion points] Z42')w
2L T, [Customize
manually]Z:&#R
[Cloning Configuration]
TYO—=2% BHIREE
FHAREER
RIRshf=<wyITELL
OO0—ZJENTWASC
EEHERE(A)  HIREERY
ArDEBEZEEREE(B)
RNPBZ—EAoH—rDHE
HEHEMNELLLWNS
BIXATOD [other
possible cloning
strategies] Z9Jv09 %
L DR KRR
ELWWyTZ&ERL.
[Save] Z%')v7 (P9I
<)

BE~X—2:P6, P9, P20, P21,

'U'j7 - _:}/7‘4

@

I Hil BREE SR B A LD ER

Configure gene synthesis

Select vector and delivery guantity.
Missing a vector?

| pET303_CT-His v

Cloning guide

| Insertion points -

Customize manually

o o
@

Cloning Configuration

Important: Please select the insertion points individually from the lists below.
Upon selection, you will be presented with the suggested cloning strategy. You
can also view and select from other possible cloning strategies.

Choose insertion points @

| Xbal [TCTAGA] - Insertion point 2

NsiI [ATGCAT]

PCil [ACATGT]

PERICOAERTETY  DHAICEFERNEFEEA

ThermoFisher

SCIENTIFIC

Cloning Configuration X

Important: Please select the insertion points individually from the lists below.
Upon selection, you will be presented with the suggested cloning strategy. You
can also view and select from other possible cloning strategies.

Chones insertion poinss

Kbal [TCTAGA] -

Msil [ATGCAT] -

Selected cloning strategy

A

PSP orign

You may proceed with the current selection or select frorp other possible cloning strategies




BIRATRE TS AR RS Bt

@ &HDNAILEFEFZIEDNAS g
@ TSRIFHFEEDR7—ILIELLT DSTEEI SEIRATEE,
IRE B R TRIEIEEL, BERE &M, IEERT— @ | 5pg lyophilized plasmid DNA, Research Grade -
IVITEE
A Midiprep(~100 ug, 50 mLR4s—)L)
B) Maxiprep(~500 g, 250 mLA4—)L)
c) Megaprep(~1 mg, 500 mLRX4—)L)
p) Gigaprep(1~10mg, 2.5 LR —)L) @
E) 2xGigaprep(10~15mg, 5 LX%7—)L) @ TE, up to 500pg yield (maxiprep), Transfection Grade
TE

Delivery Quantity *

search Q

TE, up to 100pg yield (midiprep), Transfection Grade -

BRAT—ILIREDB R, HERT—IL)
TE, 1mg yield (megaprep), Transfection Grade

\‘\\ —_— * C. b
@ NYI7 [j:TE’ H20, PBSO)BEFE*Eb\ng*REI RE TE, 1-10 mg yield (gigaprep), Transfection Grade

TE, 10-13 mg vield {2x gigaprep), Transfection Grade

@ H20, up to 100ug yield (midiprep), Transfection Grade = @ PBS, up to 100ug yield (midiprep), Transfection Grade R
@ HZ20, up to 500pg yield (maxiprep), Transfection Grade @ PBS, up to 500ug vield (maxiprep), Transfection Grads
H 20 H20, 1mg yield (megaprep), Transfection Grade P BS PBS, 1mg yield (megaprep), Transfection Grade

H20, 1-10 mg yield (gigaprep), Transfection Grade PBES, 1-10 mg yield (gigaprep), Transfection Grade

H20, 10-15 mg yield {2x gigaprep). Transfection Grade PBS, 10-15 mg yield (2x gigaprep), Transfection Grade

18 HRAICOAERATEEY . BHAICIIERVETEEA
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BHEEF~D—ERTHER ThermoFisher

D 1BLOFVIRYIRICPEANT., EHELEFE
% ‘EE *R Add Sequence - Import & Save
—TRIE

@ [Configure Selected] %7 U ‘yo @ Protein sequences must have a host organism selected. You can do this for one or multiple sequences. @
@ [— JsE L) 0) %*R Hi b\ B%*R @ Sequence Name WVector Delivery Quantity Type Host Organism Length @ DNA/Protein Sequence

A) [Conﬁgure Sequences manua”y] . %ﬁiﬁ[:éﬁiﬂé HsActin_nuc Standard (pMX) 5pg dried plasmid DNA DMNA Mo optimization 1152 ATGGAATTCAAGCTTGG...

B) [Apply pl’OjeCt template] E%#a)gﬁﬁ/b\b #R HsActin_aa Standard (pMX) 5pg dned plasmid DNA PRO... No optimization 384 MEFKLGSCEEEDSTALV...
@ [Continuel&x2')v%
6 BEEEABIT. RO3DNDEI TEIEZEN AHE

i Choose Configure Options X + Back
® [Cloned Gene Settings]: : :
0 Informational: The bulk configuration will only be applied to the selected @:Onﬁg U re M u |t| ple Seq ue n[:es ><
A) &79— sequences that are qualified. Kindly review the changes for individual sequence
after saving.
O—=>% % *
B 7 ~ 7 FRIRERY A+ ®A) © cennigurs manually > © Informational: Fields that cannot be edited in bulk are not displayed.

c) TISAIFKEEH @B) Aoptypriec tempice Changes will be applied to the selected sequences.

D) 5/3{FMEEF! @ @ @

@ [Optimization Settings] - | = cmma;mmngs
A EEEEYMTE
B) BRIVIHELSI Choose Cdnfigure Options X
[Add-ons]
A HhERREMEA T Ay
B &EATLAY (HUH—k- KBETYELO—LRRYY) S N

B)| S

search

BE~R—: P8, P9, P10, P11, P12, P13, P14, P17, P18
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ThermoFisher

AEHE- WL TRE

Cloned Gene Settings Optimization Settings Add-ons
j)\.ﬂednr Missing & wector?  Insertion Points @ 1 Host Organism for Optimization @ c . .
\J noose the add-on services for your cloned genes.
ILJCDNA 340+ - | Hindlll [AAGCTT] - EcoRI [GAATTC] - Homo sapiens - ®
VIEW weLtor o IOy guae Production Time
Cs Defivery Quantity :2>mize the sequence upcn Import & Save i ] 1 | Standard .
\ ; A Standard
| = 1 vt : (3 Motifs to Avoid @ sanger sequencing ©
5' Region (Optional) @ 3 Region (Optional) @ ] ) o o ) o @ TSE-Free O B Express
‘4) Gcc,ch R [Diefine motifs to avoid in your sequences. Selected sites will be excluded during optimization. @ Glycerol Stack o C
(or) Standard Motifs ~ Custom Motifs @ Stock Agar @
Choose to delete any existing 5' & 3' region @ Click on the cloning site to add or remove. @ @5 . Save settings as project template ©
Celete 5' Region Delete 3' Region -
Standard Motifs Standard Motifs To Avoid Project Template Mame*
Hind Q Q CD' Manual 230330
@ [\/eCtor] . 7 H—=2 7 Fﬁ /{79_ Hindlll [AAGCTT] BamHI [GEATCC] @
@ [Insertion Points]: yO0—=>% AHIREHRY A EcoR! [GAATTC] Ganoel Save changes
I~
. . — - M H LBy i = . - S ~ N S
@ [Delivery Quantity]: 75 AR FEE! @ [Host Organism...]: B L EMBEER, & D [Production Time]: RD3 DM o4 e EIR
s . . ; FLNEL imizati . i
@ [5'3 Region (Optional)]: {4 in&% 1L L% 5 & [£[No optimization] Z &R »  Standard: @A
@ [Optimize the sequence...]: d& AN 5 &< B) Express:1E%H%EHE
Import & Save HIZExiE{L = E C) SuperSPEED:5-7E%HTAH (BIRMASEXA)

[Sanger Sequencing]: YA —LERFIFEE
[TSE-Free]: BiIHERB A FE

[Glycerol Stock]: KEZE ) EA—ILRMYY
[Stock Agar]: KIZE 7 H—RXbkys

[Save settings as...]: BE ANDEBRELTRET
[Project Template Name]: 8 f2 D & RilE A J1*1
[Save changes]: 7)vo L T—{E@E A - SR R7EF

@ [Motifs to Avoid] : ExiE 1L BL 5 A o BR4Y 9 HER S

8,

9, P10, P11, P12, P13, P14, P17, P18

EER—:

@Q@O®0O
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ThermoFisher

BHECFAD— B EEADTET

O HEHEGCFAO—FEANTT THE[SAtUSINET | R -
ABVICEHIELHER

[=1
.
o

& Configure Selected W Delete *- Protein ssquences must have a host organism selected. You can do this for one or multiple sequences. @
1w 1 N — —=
@ [I m port & Save]% 7 ) J7 N ReVIeW *zéj] v = 0) Fﬁﬁ '“Hi Actions Status Sequence Name Vector Delivery Quantity Type Host Organism Length @ DMA/Protein Sequence
> [ B Al 1
#E1b 2 R1T (PON#K) _ | |
- W Delete £” Configure Q HaActin_nuc pcDNA 3.1(+) TE, 1mg yield {megapr. .. DNA Homeo sapiens 1152 ATGGAATTCAAGCTTGSE. .
W Delete & Configure Q HsActin_az pcDMA 3.1(+) TE, 1mg yield {megapr... PRO... Homo sapiens 284 MEFKLGSCEEEDSTALY...

BEENR—T: P9
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— RS DR -E1E

@ [Project Templates]h i5[Cloned Genes] ZE 1R

@ [Template Name]h o EDREREV)vILTRHREE
R

@ {BIEY 315 & [&[Configure]ET=IZ[Edit|E5)v%

@ #FRBIZHERRT B15EIX[Add New Template]&45') w4

BEENR—T:P3

PERICOAERTETY  DHAICEFERNEFEEA

ThermoFisher

SCIENTIFIC

GeneArt

Welcome

A Home

™ Orders & Drafts@
|;" Project Templates

Cloned Genes

DNA Fragments

Project Templates - Cloned Genes ©

A
N

Add New Template

Add or edit project templates with your favorite vector configurations and optimization settings to enable fast and
easy submission of future projects. To use a template, start a new cloned genes project from the Dashboard Home

and select to configure multiple sequences during the import step.

Actions @ @ Template Name

W Delete | £ Configure Manual 230830

Last Modified

30-Aug-2023

GeneArt

Welcome

A Home
W Orders & Drafts N

t Project Templates *

Cloned Genes

« Back /

Manual 230830 @) =

Cloned Gene Sqttings

Vector: Insertion Points:
pcDNA 3.1(+) Hindlll [AAGCTT] - EcoRl [GAATTC]
Delivery Quantity:

TE, 1mg yield (megkprep),

DNA Fragments TG
| Redion:  Redion:
] Support 5' Region: 3' Region:
gccacc
GeneArt Edit Project Template L /
Welcome Save vector configuration and opfimization settings as & project template that can be appiied to future Cloned Genes projects.
Project Template Name*
#A  Home
Manual 230830

W Orders & Drafts T

Cloned Gene Settings

H#t  Project Templates

Cloned Genes Vector Missing avector?  Insertion Points
DNA Fragments | PCDNA 3.1(+) - | Hindlll [AAGCTT] - EcoRI [GAATTC]
W cupport Cloning guide
Delivery Quantity
¥ Pricing
| TE, 1mg yield (megaprep) -
5' Region (Optional) @ 3' Region (Optional) @

GCCACC

Enter 3 region




GeneArt Strings DNA Fragments
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GeneArt Strings DNA Fragments

D FaszorhHnld [Project name] 2, ZDHMEENH IS
[Optional Description] [ZA 71*1(EBLEMATIIAELY) , BIEH
FRAH DB A (FProject ID (45l : 2023ABCDEF) NHEIR RSN 3

@ [Download Excel template] #2712 LTC. BHEANTST74
WESHvO—k

@ HFooO—RLIEI7MILIZUTOEHRE A S EHESIA ST

A)  Sequence NameGEfLF4) : FHEHF. BEE[1&[_|DH. AR—X
[ZART, 20XF LA

B) DNA/ Protein Sequence:DNA: ATGCXREE. 73/ IXFERIEDH. 7
S/BERIIDZEDAMYTARUIET ZRY R[]

T7AIWVETYITA—RFT 518, ETD [Upload Sequence File]
=009

T77A4IILDT7y7O—REEIZFEE (P2612#i<)
BRIERZEEFANTSHEEIEETD [Copy and paste] &%
)9

QLRIBRIZERFIIEHZ A 1L THLED [Continue] #4')v% (P27
[Z#:<)

Q @ ®

L E2AXF AR—RBFIS—DRERELGYET DT, TEELZSLY,

BEER— P4, P26, P27

PERICOAERTETY  DHAICEFERNEFEEA

%ﬁf‘ij’ﬂ VIS EER

1. Enter project information (Optonall  Default project name will be given if not specified

2. Select sequence input meth

@

o

Upload Sequence File

FASTA, GeneBank or Excel format

Download Excel template

Fl

Copy and paste

Copy & paste your sequences d rectly

0
inta In Ianl Designat

ThermoFisher

SCIENTIFIC

Sequence Name

HsActin_nuc
HsActin_aa

DNA / Protein Sequence
* For protein sequence(s), please select @ Host Organism on the next step. Kindly ensu
codon is present, indicated by asterisk * symbol.
ATGgaattcaagcttggatcc TGTGAAGAAGAGGACAGCACTGCCTTGGTGTGTGACAATGGCTCT gccace

ire that stop 5' Region (optional)

MEFKLGSCEEEDSTALVCDNGSGLCKAGFAGDDAPRAVFPSIVGRPRHQGYMVGMGQKDSY gccace

4

1. Enter project information (Optional)  Default project name will be given if not specified

2, Select sequence input method  Download Bxcel template

>

Upload Sequence File

FASTA, Geneman k o Excel format

©

Ft

/ Drag files to upload, or
Choose file

3' Region (optional)

Copy and paste

Copy & paste your sequences directly
into Instan: Designer

geeser




ThermoFisher

GeneArt Strings DNA Fragments EFIfEEHI7ILET7YyIA—F

e

AHI

D ERINEREAALI=-T74I)L%EDrag. H5UME

x5 GeneArt DNA Fragments Template

[Choose file] #0")yILTI7M4IL%EEIRT S \

& BEIMICESIFERN 7 yTO—FENnb
7yvIO—RNTETITHERAIZTFAILOER Project: Slrings_WSlJSm
REND, T7MILIFERT7 YT O—RalEE o 0

T7v7O—RMET LIz, A LD [Continue] piona seauEnces e cernaue @
EH)ws Downioad Excel tempiate Gancel m
AARHO T+ 5273535 E . [Check Status)Z —

2y L THREEAEED (P271#<) I @2
ANEHRMAFTHEI5E . [Stay on this page]& B oot oNA Fragments . 1010
5oL T@ERLRREEAED (P271=# T B crsomramant.
). F¥f=[ZX[Continue to configure]&4')yoL orag fles to upload, o
T[Review]~ &L, (P28I2#7<) Choose le

Excel, GenBank, FASTA

i 5

Check Status X Everything looks good! X

@ ® © ©

®

g on before th bei 4 All uploaded saquances have passed our initial checks and ars ready to impart
One or more sequences need attention before they can be imparted. Stay on this page if you would like to select host organism for multiple
as @ or

Click on ¢ Configure to identify and address errors. If you would like to sequences @ individual Full n options
apply same configuration on multiple sequences like Optimization or available in the nexi step

Cloning parameters, you can do this by selecting the sequences and click
on & Configure Selected

BEE~R—: P25, P27, P28
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GeneArt Strings DNA Fragments BeHliRE DR -EI1E

P12, P13, /

IS—ABLLD ROV LEEEETE, 2 T&ELN ()
SETL=5. HLE® [Import & Save] #4')w-LTOrder ceovene ame- N
Eﬁﬂ*g@](P28) HsActin_aa | PROTEIN -

*Eﬁﬁayué % Ej—éiﬁAli P32~ % “ 5' Region{Optional) 3' Region|Optional)

@ Project: Strings_Manual_230831
Add Sequence -
&) o
Upload Sequences Verify & Configure
- [+ sequencels) Y errors (2} Add Sequence - Import & Save
@ AALEERINEBDIVAMRRENEDT, NBEHER
- S Aty o & Configure Selecied B Delete Selected | Protein sequencels) must have a host organism selectsd. You can do this for ons or multiple sequences &
— 3.]: N H A .
I7 ( Jh [J \[ ! ]) 75\ %é iﬁ =] (i [Conflgure] Eo IJ ‘y7 (A) Actions @ Status Sequence Name  Type Length @ DNA/Protein Sequence Host Organism
“ | - ® Deicte | & Configure| @ HsActin_nue DNA 1152 ATGGAATTCAAGCTTGGATCGTGTGAAGAAGAGGACAGCACTGCCTTGGTG. . No optimization
TESIIFHMDEEMN A HE. QD &
@ [Seq uence I nfo] 9 7 E g J o) AEo 0) j W Delete | # Configure| @ HsActin_aa PROTEIN 384 MEFKLGSCEEEDSTALVCDNGS GLCKAGFAGDDAPRAVFPSIVGRPRHOGVM No optimization
‘ T 7_}\Jt_~/ 0) % é IE E ‘j:ﬂkIE h\ Z\/ ° W Delets | £ Configurz| @ HsActin_nuc DNA 1152 ATGGAATTCAAGCTTGGATCCTGTGAAGAAGAGBACAGCACTGCCTTGETE . Mo optimization
=
. W Delets | # Configure| @ HeActin_aa PROTEIN 384 MEFKLGSCEEEDSTALVCDONGS GLCKAGFAGDDARRAVFPSIVGRPRHQGVM. . Mo optimization
SN /
/
@ TI/EESERBEILA LA, BELEYMEROY AN Z

©

GCCACC TAG

Host Organism * L
i . Host Organism ~

I Mo optim Za:IDT\
O Required field I Mo optimization -
Sequence * SA

MEFKLGSCEEEDSTALVCDNG Host Organisms Q

VEMGOKDSYVGDEAQSKRG

PEEHPTLLTEAPLNPKANREK Home sapiens ay

LDSGEDGEVTHNVPIYEGYALPH

EIVRDIKEKLCYVALDFENEMA f

e e s s s 1 s Hordeum vulgars e
Length: 384

Cancel Apply

BEA~R—: P12, P13, P25, P26, P28, P32, P33
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GeneArt Strings DNA Fragments Order EXRIEDHEEE

@  AHALT=ERHEEHRHGeneArt Strings DNA Fragments

TEXA R, s FEEHA KRS TS Optimizé (optional Order
HDIIATEE
S t,,,]I&: NE, RD @Y Ds . i .
@ Eb:;}q;gence cannot,, |IEEX A RO =" DER Your Sequence Configuration  Your Products @ Suggestions
A)  [Fix/optimize to get string]: &:&E1t - BERFME IEEE i (P29~ Add Sequence ~ Select all

#<) @

B) [Order as cloned gene]: A TEBEEFE K (PMXAYR—:5

HgIZBRTE) [CZHE (P30A#5:K) W = acta? 1134 bp m
P Y 32700

B pusiness days

@

W © acta?ax? 2268 bp Sequence cannot be manufactured as Strings DNA Fragms @@
Pleaze refer to your options in the Suggestions columin.

Fixfoptimize to get
string

or
@ Order as cloned gene
Order Cloned 4./)(

Gene

Your sequence will be cloned into Therme Fisher standard pMX
vector and delivered in Sug lyophilized plasmid DNA.

BEE~R—: P26, P29, P30
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ThermoFisher

GeneArt Strings DNA Fragments Optimize &1k

Optimize (optional) Order
2022AADC3F Fix or Optimize sequence & Somuencs\iew || Sustly Grepin @@
0 2 Brror Omimiz-eycurse?umc'ﬂ?rmer ATCATGTATCTTTTTCACCTGTGCCTGATC 1 1 1 1uasanuuLa 1a [TCAAGCCTCCAAGCTGTGCCTTEGCTGGCTTTGGEATA .
[Show problems] %) v~ LT, BIEE % KRR, AESH expression or to i potertial problerms. e
HsActin_nuc Repetition-1:A
DIRKENA FEREERLL (A) Host Organism -

L AAAGAAL
Repetition-1:A

[Host Organism] [ZEFNERL-OFV REEEEYEDL @ reAcinea @l Define ORF Manually -
RN (EEARE. RBILEMFED) AMEIPL2, P13SHE ) e oo — - - -
[ORF] %%')% . [Define ORF manually] THi#IL%ET 5% . - - P

% AN (GEREM) | F- LRI SIS E cenr | IO
3*?%50)%14:&557]”3{‘&‘5 Protect

® © ©® 6

Protect ?::__ ’ ”i ’ :
> [Protect my cloning sites] :&x#{bBFIZZE R L=</ Mot to Avoic\® o s

WVHIREER U A MR E ATAE N osttorta
> [Protected Regions] & @ {LBFIZZE B L=</ EL5I

tEIE ISR A AE A ‘
> [Motifs to Avoid] :F@E L& DEEFIIZE HT=<TEL

ISR A MR AT AE (A) @B DA

Sacll

i Motifs to Avoid x N - SequenceView  Quality Graphs
® [Fix Problems] (fE%E R O A &x# 1L ) F1=[L[Optimize] (£ & © ronstring? e o —— T
. . - _ Hide F-"Db|E|_ = R — } R ‘expression or to fix potsrital problems. o
ZEiEk) 20y THRBEIELEZET. [Success|ER RSN - . : -
hIFoK GCHigh 488548 | | | :
® EHEINE—IERETHEEIIPI2~ESR Repetion  13-197 | 848-1032 - SO ——

Repetition  304-326 | 307-329 — _

4 3
Sequence View Quality Graphs

| 0 Success: Sequence is optimized successfully!

BEA~R—: P12, P13, P28, P32, P33
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GeneArt Strings DNA Fragments Order A—MZE0

@O - FEPRRZEEZREL T EXSHFENDIAV RN IR
122

@ [Download Summary]| CEHI1E#HRE A FL THEER

@ [Add to Cart] 0 vIL TEXFmEAEED GEMIT
[GeneAATEEFERY—ER ZEXI=aF)L]
MDP8[6 h—hrATOIME - FENERFE DHEE]SHR)

FEANR—: P28

PERICOAERTETY  DHAICEFERNEFEEA

ThermoFisher

SCIENTIFIC

GeneArt Instant Designer

Optimize (optional)

Order

Your Sequence Configuration

Add Sequence -

®
W HsActin_nuc I
W HsActin_aa 1134 bp
W nonStringt 1054 bp
W nonString2 1054 bp

Your Products @

u Select all

Suggestions

EZA

M Py 32700

6 business days

EZA

g v 32700

6 business days

EXA

g v 32700

6 business days

JPY 34,928

19 business days

Fixfoptimize to get
string
or

Order as cloned gene

@
®

JPY 133,028.00

Project: 2022AADCSF

Status: Craft

tem Quantity
DMA fragment 3
Cloned gene 1

Estimated production time @

Sirings - & business days

Cloned Genes - 19 business days

Email will be sent when Quality Assurance files
are available in ThermoFisher Connect

@ Kindly review the sequence(s) before
ordering

Download Summary

Contact us



https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
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EBHEEFAD—

—EER

[Configure Selected] &#4')v%

—EY DFEREERD DR

A)  [Configure sequences manually]: #r i<
B) [Apply project template]: BE7E D8Rz H 5%
[Continue]&2')vo

HREEEmABE, RO2DODFTTRIEH
[DNA Fragments Settings]:

A BI3{FERS

[Optimization Settings]

A REIEEWIE

B) BRSOV BHERFI

©® O

Q @@@

— P12,

13,

27, P29

PERICOAERTETY  DHAICEFERNEFEEA

1B LEDOF vV RIZPEANT., EXEEFE

W

EiR

EHVATH

R EE

ThermoFisher

SCIENTIFIC

add Seguence -

Protein sequence(s) must have & host organizm selected. You can do this for one or multiple sequences &

Status Sequence Name  Type Length @ DNa/Protein Sequence Host Grganism
o HsaActin_nuc DNA 1152 ATGGAATTCAAGCTTGGATCCTETGAAGAAGAGGACAGCACTECCTTGGETG. .. Cricetulus griSé.JS
[ HsActin_zz PROTEIN 384 MEFKLESCEEEDSTALYCONGSGLCKAGFAGD DAPRAVFPSIVGRIRHGEVM. .. Homo s2piens
W Celete & confiyure ] HsACtin_nuc_2 DMA 152 ATGGAATTCAAGCTTGGATCCTGTEAAGAAGAGGACAGCACTGCCTTGETE. . Cricetulus griseus
W pelete & configurs\ @ HzActin_zs_2 PROTEIN 384 MEFKLESCEEEDSTALYCDNGSGLCKAGFAGD DARRAVFRSIVGRIRHOGVM. .. Homo sapiens
- N\
He
Choose Configure Options 5 :
gure Op Configure Multiple Sequence(s)
0 Informational: The bulk configuration will only be applied to the selected
sequences that are qualified. Kindly review the changes for individual sequence
after saving.
@A) = ﬂ Informationak: Fields that cannot be configured in bulk are not displayed. changes will
(®) Configure manually > .
“1 be applied to the selected sequences.
@ B) Apply pmiee‘nemplate

@

Cancel

©):

(@ Apply project temglgte

Choose Cdnfigure Options

search

Manual 230830

Cancel

nal: The bulk configuration will only be applied to the selected
s\that are qualified. Kindly review the changes for individual sequence

Continue

® @

DMA Fragments Settings




FERE -#BEL TR

/_D DNA Fragments Settings

5' Region|{optional) i ]

3 Region{Optional) i)

TALTAS

@
@
©)

GCCECCACC

Zhoose to delete any existing 5' & 3' region i ]

Dielete 5 Region Delete 2' Region

33

@ [5'13 Region (Optional)]: 1 A0EZ 51

EER—:

PERICOAERTETY  DHAICEFERNEFEEA

Optimization Sattings

Heost Organism for optimization @

| Homo sapiens -

optimise the sequence upon import & Save i ]

Maotifs to Avoid

Define motifs to aveid in your sequence. Selected sites will be excluded during optimization.

sStandard Motifs Custom Motifs
Click on the motifs to add or remove &

Standard Motifs standard Motifs to Avoid

Hind Q search motifs Q -

[Host Organism...]: @ L £ MFEL RIR, &
it LA LVE A [X[No optimization] &R
[Optimize the sequence...]: A& ANSE
Import & Save FIZEiE{LZEM

[Motifs to Avoid]: &E 1L EEFI A SBRIV S HEC I

ThermoFisher

SCIENTIFIC

(

Optimization Settings

F
Hind Q Search maotifs Q
Hindill [AAGCTT] - EamHI [GEATCC] -
EcoRl [GANTTC]
- -
L | 3 L 3
|:c|r:|
Choose to delete any existing motiffs to avoid i ]
Delete motiffs to avosd
-

Save settings as project template i ]

Project Template Name *

?b Template Manual 230821 |

@ [Save settings as...]: MEANZLBRELTRE
@ [Project Template Name]: 8z D & Bil%E A 71*1
@ [Save changes]: 7Uvyo L T—{EER - #BEERT

*LR2AXF - ARN—RAFIS—DRELLGYFET DT, TEELSLY,




—— ThermoFisher

BHECFAD—HEHREHERADTT

@)

BT — A S
@ *E;&E{K%Aw %J-Emb ET#%&[StatUS]b é‘c - e Seouenee -
BRBEVICEHIETHER
& Configure Selected W Delete Selected Protein sequence(s) must have a host organism selected. You can do this for one or multiple sequences @

@ [Import & Save]&%')v% . Order~#&. COME & _ e @

N e - Status Sequence Name Type Length @ DMNA/Protein Sequence Host Organism
B L% R1T (P28~ i5i<) = _
ol ® Delete & Configure O HsActin_nuc DA 1152 ATGGAATTCAAGCTTGGATCCTGTGAAGAAGAGGACAGCACTGCCTTGETG. . Homo sapiens
. € igure sActin_aa omo sapiens
® Delete & Gonfigure O HzActi PROTEIN 284 MEFKLGSCEEEDSTALVC DNGSGLCKAGFAGDDAPRAVFPSIVGRPRHOGYM H i
® Delete & Configure | @ HeActin_nuc2 DNA 1182 ATGGAATTCAAGCTTGGATCCTETGAAGAAGAGGACAGCACTGCCTTGETG. . Homo sapiens
& Delete & Configure | @ HaActin_aa2 PROTEIN as4 MEFKLGSCEEEDSTALVCDNGS GLCKAGFAGDDAPRAVFPSIVGRPRHOGVM... Homo sapisns

BEENR— P28

34 BEAICOAMERATEEY . BWRAICEEAVETEEA
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@ [Project Templates]h 5[DNA Fragments] %3E 1R

@ [Template Name]h o EDREREV)vILTRHREE
R

@ {BIEY 315 & [&[Configure]ET=IZ[Edit|E5)v%

@ #FRBIZHERRT B15EIX[Add New Template]&45') w4

BEENR—: P3

PERICOAERTETY  DHAICEFERNEFEEA

ThermoFisher
SCIENTIFIC

Welcome

A Home

™ Orders & Draﬁs@

it Project Templates +

Cloned Genes

DNA Fragments

GeneArt Project Templates - DNA Fragments ©

Add or edit project templates with your e optimization settings to enable fast and easy submission of future projects.

Add New Template

Actions Template Name Last Modified |

W Delete | & Configure 07-Sep-2023

GeneArt

4 Back /

teS'l @ Edit Template

Welcome
DNA Fragments Settings
A Home
5' Regiof: 3' Region:

- v
- SuEmabEE GCCAC TAGTAG
tH  Project Templates 4

Cloned Genes

DNA Fragments

/
v

GeneArt

Welcome

A  Home
W Orders & Drafts v

it Project Templates 4

Cloned Genes

DNA Fragments

ﬂ Support

Edit Project Template

Save optimization settings as a project template that can be applied to future DNA fragments projects.

Project Template Name *

test
DNA Fragments Settings
5! Region(Optional)o 3' Region(Optional)0
GCCACC TAGTAG
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ThermoFisher

BIX HBIVRFSHOER

Plasmid Reorder - Instant Designer

Select the constructs for reordering Cancel Import & Save
Constructs that are not available for reorder are displ. @
o~
EROMRELDHTODIIND+ED )9 (A). 70
" Trojects and Constructs Search by project name or id Q Constructs Search by construct name or id Q

DIURETAV ANV D AR IDTERZEL AIEE (B) @
WMRELDBOAVAMSIMNZIZ(A) . BEEFIIEHREZEST D Project Name Projectld * Last Updated U Gonstruct Name Gonstruct Id
O—R4A8E(B) S
[Add]Z 2"y LTHEBEA~EM + 0o/1572022

MRELGHAVAMS TN ‘

[Import & Save]&2')v9 My Projects and CORSIUCS  Seach by consirct rameorid Q0 Construets Search by construct nameorid | Q

@@ jects list @ +  Construct Name Construct Id
- . @ No constructs selected

@O®» © O

Chnstruct Name Construct Id Action

Add =
2
+ < Remove

OF=
Select the constructs for reordering Gancel

Constructs that are not available for reorder are displayed in grey @

My Projects and Constructs | Search by construct name or id Q @ ructs G Search by construet name or id Q
<« Back to projects list Gonstruct Name Construct Id
2022AAKHOD 2022AAKHOD 09/15/2022
Construct Name Construct Id Action
.
Add >
» o A
FER—T P4 v x
” * € Remove

37 BIRAICOAMERATEEY . BWHRAICEEAVETEEA
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CHREDRT—IL-1\yI7—%ZZIR (GFHTPL8SHR)
1 71l 5% 7€ £ "I RE
[Continue]&x2') v

® 0O

FEA~R—: P18

PERICOAERTETY  DHAICEFERNEFEEA

ERZ[Confirm)Z )y oL TETHAV ANV —1EE

TL =
X AE

BEX TIARIFFERRT—IL-\yIT7—DRIR

@

Select Delivery Quantity

constructs

| Informational: The selected quantity will be applied to all

search

TE, up to 100pg yield (midiprep), Transfection Grade
TE, up to 500ug yield (maxiprep), Transfection Grade
TE, 1mg yield (megaprep), Transfection Grade

TE, 1-10 mg vield (gigaprep), Transfection Grade:

TE. 10-15 ma vield (2x aiaaoren). Transfection Grade

ThermoFisher

SCIENTIFIC

Select Delivery Quantity

Informational: The selected quantity will be applied to all
constructs

Delivery Quantity

| TE, 1mg yield (megaprep), Transfection Grade

Gancel

Ees) ¢ Editdelivery quantity W Delete

Construct Name Construct Id

©)

Canesl

Delivery Quantity Price

| TE, 1mg yield (megaprep), Transfection Grade - JPY 25300.00

| TE, 1-10 mg vield {gigaprep), Transfection Grade - JPY 48900.00
search Q

TE. up to 100pg yield (midiprep), Transfection Grade
TE, up to 500pg yield (maxiprep), Transfection Grads
TE, 1mg yield (megaprep), Transfection Grade

TE, 1-10 mg yield (gigaprep), Transfection Grade

TE. 10-15 ma vield (2x cioaoren). Transfection Grade
4 3




ThermoFisher

B A—hSE

@ (4% - E EHARS - FE X Plasmid Reorder - Instant Designer
@ [Download Summary]| CESI1EHRE A FL THER
Plasmid Preparation Configuration ‘our Produc
@ [Add to Cart] #57v L TEXFHEALED (34 ’ ’ k @ et JPY 74,200.00
[i[GGﬂGAftAI%{E%%E‘Z'U’-EX :51&7:17 ::lj:::::(;aannon
IV DP8[6 h—rH TOffiHE - F B AL D7 S T |

5 businessz days Izm Quantity
EE ) Plasmid Preparation

FAEYY

Estimated production time @
T 3s24bp JEY 48900.00

& business days

Flasmid Freparation - & business days
TE. 1-10 mg yield (gigaprep), Transfection Grade
Email will bz sent when Quality Assurance files
are available in ThermoFisher Connect

B Kindly review the sequence(s) before
ordering

@ | Download Summary |
@

EER—:
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https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf

ThermoFisher

SCIENTIFIC

OV OMNMIEDRERR
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Drafts S|EHROTOT IR

@ [Drafts] CREH - FEXNDTODTHERRATHE

@ [Project Name]Mo& 7OV IRRTE
@ HKEBEBTY—hAHEE

BEENR—T:P3

PERICOAERTETY  DHAICEFERNEFEEA

EE BB A HE

ThermoFisher

SCIENTIFIC

# Home

™ Orders & Drafts

Open Orders

Past Orders

'y

@

Project Name Project Id # Sequences Project Type Last modified » Status
4 DNA Fragments 23-Sep-2022 Draft
2 Plasmid Reorder 23-Sep-2022 Draft
1 Cloned Genes 15-5ep-2022 Draft
2 Cloned Genes 15-Sep-2022 Draft




ThermoFisher

Open Orders EfThDTAT Ik B

@ ) _ PO Last . Est. )
Project Name Project ID Order Number Status ) Action
™ Orders & Drafte 4 Number Update Shipment
@ Drafts 7 09/23/2022 @ In progress 10/04/2022
@ [Open OrderS]'C“JE{fT q:l o)jc’n VIO I\Eﬁ — + 09/23/2022 @ In progress 10/07/2022
RATRE /
@ [+1&VYyILTAV RS IMERERT @)
_J'J"b - / 09/22/2022 @ In progress 10/04/2022
A
Ae Construct Name Product Type Gonstruct ID Est. Shipment Status
@ %IE E —G\j_I\EIﬁE 10404/2022 @1
n progress
@ Action®[ : #0990 FBHERDIRHTE
10/04/2022 @ In progress
e
R . 10/04/2022 @ In progress
A HERAERINERI7ILOF I E—R
B) GeneArt Instant Designer®Order# 7 - ik—4
LHARDOTOSIINEEET~DHBE @
C) E}_}bﬁﬁ] () EQE Status :::-pment Action
@ In progress 10/04/2022
@ 9 4]
B Open Prcqe:f\ -~ o -—=
© & Enable Email Motification \

BEENR—:P3
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ThermoFisher

Past Orders fgFAHATOD IR 3

I
| Project Name Project ID PO Number Order Number Status Action
W  Orders & Drafts 4 @

Shipped 11/13/2017

Drafts
Open oreer ar Shipped 11/20/2017
[Past Orders| C#IGRFHA T O T I RERRA CD
o+ Shipped 11/30/2017
ﬁE W support
= — ricin + Shipped 05/14/2018
[+]&29) v LTIV RSO MERE R R ATHE ol

SIBE YR ATEE 5 /

®O O

Acti0n0)[ : ]’é?'J‘y7Té&3X0)2""%75§EIﬁE Project Name Project ID PO Number Order Number Status Action
N R RESIEERT AL OO . -
Shipped 11/13/2017
B) GeneArt Instant Designer®Order2 7 - iR—4A JLH 4
N N 1ib CGonstruct Name Product T Construct ID Status
FOTOSIHNEBETADIE = "
@ Shipped

Status

Shipped 11/12/2017

¥ Downlead QA Documents|

I Load Project ~=
i o

@ >

BEENR—:P3
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- NILEGFER-YITI0—=127 RFEFLIEDNAS ug

- JSRIRFEE:DNAARK GEEL mg/mL)

« GeneArt Strings DNA Fragments : JE#£§2 1€ DNA >200 ng

« B Fa—7 (96T TL—MAREAIEE. CHEDSEITERAMRKEBESICTIKEE)
« BRCBEMNTET LIRS LIBICHE. ET FEBAITHHEE,

EER—:
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https://assets.thermofisher.com/TFS-Assets/BID/Reference-Materials/geneart-96-well-plate-format.xls
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