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GeneArt Dashboard| 25 &l 1)« UPLErLTEERS
A)  [Home]: &FEH—E R%&:&R (FEHXP4) < - :
HYdS Genehrt Dashboard Guide

B) [Orders & Drafts]: 7OP VMR EZHER (FHMllIZP41, P42, P43)
c) [Project Templates]: #8 8&2 5| — &R E O e HERR - 1B IE (Gl P23, P35)

2 ®@® @B
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o ~ GeneArt
__/ __/ New! Ternplates and bulk configuration features now make placing your larger or frequent arders simpie. 2% Gen eArt Drafts (=] Search by project name or project id Q
e Wateh for the aption o configure and splimize MUIliple sequences during e iMeart step.
L nme
& Hem
a—tH—5 " ’ x
% What can we Oﬁer you’? -3 Project id # Sequences Praject Type Last modifed v Eratus
T EE L A ome
12 ZOEZAALLCE 1 28-Aug-2022 =] -~
W Proect Templates ™ Orders & Drafts +
- ] ZOFTAAVEMD 1 28-2ug-2023 Dram
B ¥ Drafs
Support
2] ZOZZAANEED 2z 23-Aug-2023 Agces to Cant
» A O Orders
an
i - s @ Z0IAAVILD 1 22-Aug-2002 =
b/ ZaN L] SUEIAAVEZD 21-Aug-2022 a5
Cloned Genes DNA Fragments Reorder Plasmid Bt Foect Templates ¥ = anz sEn
100-12000 bp) {200-3000 bE Order stored pizsmid ® v P— =
W sumot
e ‘Start wew Praject m ] FOZIAANKED 1 11-Aug-2082 s
A BT [==—=] N
Laarn mara Lagrm mars Losm mar L} ZOFIAAWCHD D2-Aug-E0Z2 =

\}(’ ,.?") @ GeneArt Project Templates - Cloned Genes ©
O lcome Add or edit project templates with your favorite vector configurations and optimization settings to enable fast a
Custom Proteins DMNA Libraries easy submission of future projects. To use a template, start a new cloned genes project from the Dashboard Ho
Expressed and purfied Drected Evotion and select to configure multiple sequences during the import step.
M  Home

Actions Template Name Last Mg

™ Orders & Drafts b

W Delete & Configure Manual 230830 30-Aug/

it Project Templates 4

Fﬁﬁl\o_:): M, P23, P35, P41, P42, % Cloned Genes

DNA Fragments
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@ GeneArt Dashboard Tl XD H—E R%&:& IR AT
A) Cloned Genes— A TiB{EF & (P6IZ#:K)
B) DNA Fragments—GeneArt Strings DNA Fragments (P25(Z#i<)
c) Reorder Plasmid—BE;¥X. BEICERLI-EGFDTSRAINE Cloned Genes DNA Fragments Reorder Plasmid
& (P371Z#:<) (100-12000 bp) (200-3000 bp) Order stored plasmid

Learn more

Start New Project

2 EE:Custom Proteins (/N B FHITFEEL) . DNA
Libraries (ERZ473)—) (FALSAVTRIELTEYE reamere
BA, CHEEZNDIHE Xjpcustom@thermofisher.com (5
Y —ER)EFTITEMKZIV HEEMNSERWN-LE
ER

@ G © ‘

Learn mpore

1. Enter project information (Optional)  Default project name will be given if not specified Plasmid Reorder - Instant Designer

\ , ) Project name Optional description Select the constructs for reordering Cancel Import & Save
O ‘Gonstructs that are not availadle for rearder are displayed in grey @
Custom Proteins DNA Libraries My Projects and Constructs Search by project name or id Q Constructs (2D Search by construct name or id Q

2. Select sequence input method Download Excel template
Exoressed and purified Directed Evelution

_ Project Name Project Id Last Updated «  Construct Name Construct Id
o
No constructs selected
Learn more Learn more /I\

Add >

Upload Sequence File Manual Creation

FASTA, GenBank or Excel format Copy & paste your sequences drectly & Remove

BEE~—:P3, P6, P25, P37
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FRIOVIIMNYEER ALEEGEFEM

@ 1. Enter project information (Optional)  Defautt projsct name will be given if not spacified

@ FaszorahHnld [Project name] IZ. ZDHEE M HhIE[Optional
description] [CAF*L(EBBBMBETIEELY) , BIEMNERA I DIFHE [EProject ID
(f51: 2023ABCDEF) AN HEIR ~"ENh b
TACTINIBELERT E#— DT I EATEE,

[Download Excel template] 9oL T, BIEAANTEIT7(IILEFHI0A—K
AHooA—RLI=77AIVIZLU T DEHRZE A S, BEECSI A A ATHEE

A Sequence Name GEI&F8) : FAEHTF. B2IEL[&]_1DH. AR—XI[EFH, 20XFLUA

B) DNA/ Protein Sequence:DNA: ATGCEEE. 73/B: IXFRAEDH. 7I/BREEIDHZEDR

by TaRuld 7RER9[*]

c) 5'Region (optional) (5'{+INELFI : KozakZz &) : DNA: ATGCE AR

D) 3'Region (optional) (3t HNEESI: Ry TR E) :DNA: ATGCR T

AR OO—=UJ ATIRBERYAA T - FIHSNTOEWEEE, BISERIRLEFIRERY A

BEMICERFEEIICHMNSNS (PI7SHR) . BRSPS FHES HHIRER S AMMIFIATELL,
BB TE P EEL S O R REESY A OHIBRAVABE (P10@) .

® OO

® I7ANETYIO—LKTB1=8. ETD [Upload Sequence File]&4')v%
® Z7MLOT7YyIO—FEREIZHEE (P7IZ#H)

@ EIBREEEFANTSIEEIEETD [Manual Creation] #5')v49
@ERFRIZERHIEHRZA AL TH LD [Continue] 4')w4 (P8IZ#:K)

*LEANF - ARN—RAFEIS5—DRELGYFT DT, TEELSLY,

PERICOAERTETY  DHAICEFERNEFEEA

2. Tag this project (Optional) @

Upload Sequence File

FASTA, GenBank or xcel
format

3. Select sequence input m&thod| ¥ Download Excel template

Selecttag = or  Create new

cony

¥ & paste b
dirsctly into instant Designx

oes

Sequence Name symbol

DNA / Protein Sequence
* For protein sequence(s), please sefect o Host Organism on the next step. Kindly ensure that stop codon is present, indicated by osterisk =

They must nat be present in your insert

[ &

ThermoFisher

SCIENTIFIC

Enter tag name

Antibody

Create New Tag X

I @ Informational: Created folder will be added to the folder list

5* Region (optional) 3' Region (optional)
« Selecting a non standard production vector, you will define vector insertion points later which will be flanking 5' and 3' of your sequence.
~ nat even flanking. Optimize and “avoid motifs” to remove them
ATGgaattcaagcttggatec] GTGAAGAAGAGGACAGCACT GCCTTGETETETEACAATGGCTCTEGGCTCTGTAAGECCEECTTT (gecace
MEFKLGSCEEEDSTALVCDNGSGLCKAGFAGDDAPRAVFPSIVGRPRHQGYMVEMGQKDS YVGDEAQSKRGILTLKYPIEHGI TN g

ccccc

2. Select sequence input method  Download Excel template

5

1. Enter project information (Optienall  Default project name will be given if not specified

7
>

Upload Sequence File

FASTA, GenBank or Excel format

Copy & paste your]
into Instarft Designer

4

Manual

Creation

secuences directiy

6
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Drag filss to upload, or
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RIEETI7ALETYIO—F ATREFER

@ BEIIEREANLIZTI7 AL %EDrag. H3LE
[Choose file] #0')yILTI7AILEERT S
& BEIMICESIFERN 7 yTO—FENnb
TYITA—FNETTHEERITTFAILAE oropect 2023ARYEND

RSN, T7AIVIEEHTYTO—F Al EE o @)

Ty7TA—RMNETLIz5, B L® [Continue] Unoad Secuencels Very & Conigure @
91)ws Downlosd Excel termplate Gancel m
ARBHOT+ 5273535 E . [Check Status)Z
2V THEREE A EED (P8IZH)
ANBEBRMN TS EIHEE . [Stay on this page]Z @ S
9)vILT@OLRILHEZREEm A~ ED (P8IZHE T

Drag files to upload, or

). Ef=IE[Continue to configure]Z4')woL q

Important Information for Gloning and Protsi

Files

@ ® © ©

Choose file

T[Review]~&EEL, (PIIZHEK)

P Excel, GenBank, FASTA

®

i —— 6

Check Status X Everything looks good! X

All uploaded sequences have passed our initial checks and are ready to import
Stay on this page if you would like 10 select host organism for multiple
Click on ¢ Configure to identify and address errors. If you would like to sequences @ or preconfigure individual sequences. Full configuration options

apply same configuration on multiple sequences like Optimization or
Cloning parameters, you can do this by selecting the sequences and dlick
on & Configure Selected

One or more sequences need attention before they can be imported.

BiE~—:P6, P8, P9
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BSEROME - BE, BBl -~4— HEERORE

Project: 2023AAY2ND

Y °.
@ AALFEIIERDI)AARRENEDT, ABEHE e e oty & Gontoe @
B, T5— (R ! DAHRBAK[Configurel £y | ez @z e

7 & Configure Selected W Delete Selacted Protein sequences must have a host organism selected. You can do this for one or multiple sequences. @

[Seq U e n Ce I nfO] 9 7‘ —GEE gIJ ||‘5HE $E 0) ﬂ% IE E E h“ E_I- ﬁb Actions Status Sequence Name Vector Delivery Quantity Type Host Organism Length @ DNA/Protein Sequence

~

[O ptl mization Setti ngs] TxBEIEDERTE MATE BE, 73/ w D Configwre @ HsActin_nuc Standard (pMX)  5ug dried plasmid DNA DNA No optimization 1162 ATGGAATTCAAGCTTGG. .
ﬁﬁ'ﬁa A ( I%ﬁ{ k mn A 7B, %ﬁ{ == !F% *E DY) ARZP12 , ® Delete (1] HeActin_aa Standard (pMX) Spg dried plasrmid DNA PRO... No optimization 284 MEFKLGSCEEEDSTALY. .

P13&HE,
€) @

@ [Clone configuration]?7 TXYA2—NDTELE - #hEA%E @
:ﬁ‘ﬁﬂ'j:/ﬂ :/O)ig*Rﬁiﬁ.rﬁE Configure Sequence X

- o Configure Sequence X _ Configure Sequence X

TIT5—5hH\ \ = I § _A, i P

6 IF—HHVL0@O[v]) LEEEE, £THEED T e U
SETLE=6. BLE® [Import & Save] #5'1)v-ILT o -

uence name * Sequence type * f— S—
Sea q fype B ° I 0 Note: Please o

Review- Optimize  OrderE Em A~ &) (PO~ <) e rotem . -

Define motifs to avoid in your sequences. Selected stes will be excluded during optimization

©® O

f if insertion of kozak sequence is required for the vector X
chosen. You may refer to the kozak guids below the vector dropdown

o — J— =l ‘ - 5' Region (Optional) 3 Region (Optional) Standard Mofits _ Custom Motits Vector *
@ *E ﬁ E{K % /\ 0) % ﬂx E m [i P 20 % EE‘ GAATTCGOCAAC AAGCTT Click on the cloning site o add or remove. I pcDNA3.4-TOPO -

p— BCFIEER 7112 o < To Ao View vectorinfo | Gloning guide | Kozak guide Missing a vector?
@ TSRIFHEEIFIPLL, P18 DOrder?7 MAdd-on s =N

. MCEEEDSTALVCONGSGLCKAGFAGDDAPRAVFPSIVGRPRHOGYMVGMGOKDS VG =
Se rvices ‘G & ER _J' 'ﬁ‘E > ( o ‘C ‘j: T _J' ) DEAGSKRGILTLKYPIEHGITNWODMEKIWHHSFYNELFVAPEEHPTLLTEAPLNPKANR A [CACCTGC] e

nn EKMTQIMFETFNVPAMYVAIQAVLELYASGRTTGIVLDSEDGVTHNVEIYEGYALPHAIMR el AGCECT] Production Time *
LDLAGRDLTDYLMKILTERGYSFVTTAEREVRDIKEKLCYVALDFENEMATAASSSSLEKS

Al [CTTAAG] Standard -
Length:378 Agel [ACCGGT]
Apal [66GCCC]
S Add-on Services X
Cancel Save

Choose the add-on services for your cloned gene.

Delivery Quantity
@ | g dried plasmid DNA - Sanger Sequencing @
TSE-Free @
Toduction 1ime
| Standard

Glycerol Stock @

Stock Agar @

R8&E~—:P6, P7, P9, P P13, P15, P18, P20, P21 — |

8 WIERICOAERTEETY DHAICEFERNELEFEEA



Review RJ2—{INER5 DHwE

0

@

©)

@@@@

€)

&

BRITERLIEARVE—DBRRREINE, EET HIHEIE
[Vector] MoEEER (3EMIEP14, P15, P165 ), #IfRE:
REDBZEITEALLZER GHEITIPL7TSER),

[Edit 5’ and 3’ regions] #2')v7 9 &5 T INECE . 3'4FhN
BL5 D A DV AT BE (Kozak, HIREER Y (b, yO—=2F A
fFIEEHIARE)

/In yo—=—24 Fﬁﬁ].[‘ﬂ.@f"j"fbh\)&jj TmEh TLELEEIE, £

*EEEIMJO)EL[SEE%%#%O)#J 2O E[EE (PL0@)

[Apply changes to all sequences] [ZMZEANDE, B—T
AN ETOHEEFIC. FoyIBEBEDANIE—-5/3

TINEEFIDEREN BRSNS, FMEINNEFEDIGFE T L

TZERICIEDDTIEER,

[Apply and Analyze] #5') v YL TEE % kit

TSRIRFEHIIPLL, P18 MOrder27 MAdd-on Services
TREMAMHES R (ZITIEFA)

BERIIZEREBET HHEIEZIMUEERRIZELD

[Edit] Z0')v9 . BRZIEIER [Apply] &0')v9

TI/BEINRRIINTVSIGE . ZETI/BEI )Y

9, [Edit] #0)v0§HEBRDEMMNAIEE. BAETERR

[Apply] &21)v%

[Plasmid View] 'C?‘J7°0)EE.:.U75§

BHEGCTF~D—IERTEEAILP20~S R

~—2:P7, P8, P10, P11, P14, P15, P16, P17, P18, P20, P21, P22

9 WERICOAERTETY DHAICEFERNELEFEEA

ThermoFisher
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Review

Test01

Add sequence -
& HsActin_nuc

[ HsActin_aa

@

Optimize ©ptional)

Configure gene synthesis
Select vector and delivery quantity.

@ Note: Please checkif
insertion of kozak sequence is
required for the vector
chosen. You may refer to the
kozak guide below the vector
dropdown.

Missing a vector?

| pcDNA3.4-TOPO -

@

View vector info | Gloning guide | Kozak guide

¢ Edit5 and 3 regions
&' Region (Opticnal)
GRRTTCECCROC

3" Region (Opticnal)

ALGCTT

@ D Apply changes to all sequences

Order
® —
. N
Sequence View Plasmid View | e 3 Status &
0 Warning: You made changes to the confi _ licking on "Apply and
Analyze' will apply them.

EcoRI
GAATTCGOCACCATETGTGAAGAAGADGACAGCACTGLCTTGGTGTETGACAATEEC TCTGEECTCTGT AAGECCGGCTTTEC TGEEGACGATGLTCCCAGGELTET
CTTAAGCGGTGGT ACACACTTCTTCTCCTETCETGACGGAACCACACACTGTTACCGABACCCGAGACAT TOCGEOCGAAMCGACCCCTGC TACGAGGGTCCCGAC Al

§'region
L m EL]

TCCCATCCATTGTGEGACGTCCCAGACATCAGGGEGTGATGE
AGGGTAGGTAACACCCTGCAGGGTCTETAGTOCCCCACTACC

T T
e 128 130 148 150

GAAGTACCCGATAGAACATGGCATCATCACCAACTGGGACGAL A

CTTCATGGGCTATCTTGTACCGTAGTAGTGGT TGACCCTGCTGT]

2 i 248 50 260
'ELT ACGGAGGCACCCCTGAACCC E-\-\EELQ_—\.!-L EEu-\E.!-\

T T
sza 48 kL] =] k]
TGTCTCTCTATGCCTCTGEACGCACAACTGECATCGTGCTGEAD
ACAGAGAGATACGGAGACCTGCGTGTTGACCETAGCACGACCTY

448 458 EE 478 a3,

RI
@ Tc:cc,awﬂxhcmcmcm:ﬂmm:m:m:mm

GOGTCTEGATCTGEC TGECCGAGATCTCACTGACTACCTCATGA
CGCAGACCTAGACCGACCEGCTCTAGAGTGACTGATGGAGTAL

L1 1 AAGCGGTGETACGTGETGGTGE] £ ACTACTACTACACACT]

5" region 1
CACCRCCRACCRCCRACCAC
L mTg
A AAG
Start: 16 End: 33  Position: 34  Length: 18
7] Cancel Apply
A
TIACCCTGT T T IO TG T CEA T EUACLCAL TG T TLG TG ICTeET T T

T T T T
) 568 578 588
4

Length: 1152 Start: 1 End: 1 Selected: 0

®F AR (LOrder2 7 MAdd-on Services TE% 5 AlRE

Add-on Services

Choose the add-on services for your cloned gene.

Delivery Quantity
| Spp dried plasmid DNA

. Sanger Sequencing @

TSE-Free @

Progucion 1me o

| Standard

Glycerol Stock @
Stock Agar @

@ GCCACC ATE:&EEA CATCACCATTGCGAGGAAGAGGAC

L1 1 AALCGETGETACGTEETGETGGTAGTGGTAACGCTCCTTCTCCTG
M|{H|H H)HR)H)HJC)E E E,D

5'region
CAT
CATCG
GTAGC
Start: 16 End: 18  Position: 19  Length: 3 IFT
7] Cancel Apply 4

LAAaal A ] At A et L Ataat A ataaoal e ATCCT




Optimize SRFEEIIDHEEIL

@ [Optimize] #45')v%o
@ [Host Orgamsm]l FRIERL-OF B AEYEN
KN (EEARE. & Wti%é@l)XHiPu P13&HE )

@ [ORF]%&%')v% . [Define manually] TRi#iI1EZ1T5 8%
AN (BB FEBIRENSIEE
@ 3IEFEDEMHZEEBMATAE
> [Protect my cloning S|tes] n— BAERFICERE L=<
WHIREBERY M MEIETE
> [Protected Regions] :f'iiﬁkﬁ%(:?"aiﬁbf:(ﬁb\ﬁﬂﬁﬂ
MEEZIEE AT AE
> [Motifs to Avoid] :&x@E{t & DECFIZE HT=<FEL V|
REERY AP EIEERRE. BEFROGIRESRY A+
=0—=— 5 1CHBT 588 COIEEITNAA)
B [Optimize Sequence] EO')‘J?L’CE— BEILZET
® [Plasmid View] TYy T &##ERT
@ [Quality Graphs] TR i#E ﬂ:&@‘f**%’éﬁﬁ;u
® BHELF~DO—ERTHEAEP20~SH

10 HRRBICOAERTEEY . BHAICIIERAVETEEA

ThermoFisher
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Review
Test
A 1 warnings
HsActin_nuc

HsActin-BxHis_nuc

HsActin_as

A HsActin-GxHis_aa

@A

Motifs to Avoid

Optimlze {optional)

Optimize sequence @

Optimize your sequence for better expression

or to fix potential problems.

| Homo sapiens

| 13 - 1164

Glear Apply

Protect my cloning sites @
Protected Regions @

Meatifs to Avoid @

Order

®

@

Sequence View Plasmid View Quality Graphs

0 Warning: One or
sequence again.

EcoRT

re sequence properfies is updat]

GAATTCGCCACCATGCACCACCACHATCACCACTGCGAGGAAGAGGATAGOACAGCCCTCGT

CTTAAGCGGETGETACGTGETGETY

TAGTGETGACGCTCCTTCTCCTATCQTGTCRGEAGCA

M)H H) MR R RHPCHYE E)E DIS)IT ALY

5'region
T T T
18 0 2 48 3@ 5@
CTGGEGATGATGCCCCTAGHGCCGTGTT TCCTAGCATCGTGGECAGACCTARACACCAGGED

GACCCCTACTACGGGGATC

CGGECACAAAGGATCGTAGCACCCGTCTGEATATGTEETCOCG
ATV FIERSTITY) 6 TR

) lﬂ O 6

Coan Qualty Hstogram

Prmatch S ]
)
@ oo
e ).
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Order JSRASFFEHR-FTLaviEM h—HIEM
R ) [F

@ [Order] &% Your Sequence Configuration Your Products © JPY 139,264.00

@ ik EHRE TR i @ i 2

@ Frvs%AhT[Choose Add-on,,] £4Uvsd % EH = '
HsE#HEY —E X (Express: 1B %&a#&E. Super Speed: 2~ B8 i

SH%EME) . TOASINER (PL8SHR) . BLUYUH— e ek e rsston e @ —— et prcton e ©

— X TSE-Free: KIGE A DA T3 B e

AT RE, R p—

ttem QuaEntity

1152 bp JPY 62,256
Choned genes 3

B @ & acraznor 1140 bp JPY 33,420 Ernail wil be sent when Qualty Assurance fles
B business days sre avalsbie in Therme Fisher Connect

Choose add-on and fast delivery
=search Grade

@ 1@’10) {K%( 'L"J'L,'Czt'jo/a_/é j]u-d—%)iﬁ'b"'j: Sg dried piasmid DA,

@ kindly review the plasmid sequence(s)
before orderin, mma
[Choose Add_onn;]%bu ‘77 B @ & acraare 1146 bp PY 38,585 @ : Download Summary
B buzness days | Download Summary I—-’ Download excel format
® WEIZIGLT [Download Summary] MSECSIEERE & oS amostn | Choose ackd-on and fast delvery @ e
] d plas {4, Redearch Grade mmmn

ULR—tESooo—Fk
® [Add to Cart] 2V IL TEXFimE~EED (L

[GeneAA T EEFERY—ER TEXI=—aT7IL] @ & @ \4

MDP8[6 H—rA T - F R NIRRT DFEER]SR) ulle Add-on Services : Add-on Services X
@ *E JE{K % ~ND— %E& E @ Hq [j: PZO.._?/% ;.IE\ | Important: Fields that cannot be edited in bulk are not displayed. Changes will be

applied to the selected sequences. Choose the add-on services for your cloned gene.

Delivery Quantity
| Spg dried plasmid DNA - Sanger Sequencing @

Choose the add-on services for your cloned gene.

Delivery Quantity

5pg dried plasmid DNA . Sanger Sequencing @ . ) TSE-Free @
I o oneapsm Production Time @

TSE-Fi
Praduction Time @ e 8 Glycerol Stock @
I Glycsrol Stock @ Standard -
Standard -
Stock Agar © Stock Agar @

Cancel m

Cancel Save

BE~R—: P18, P20, P21

11 HSRRBICOAERTEEY . BHAICIIERVETEEA


https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
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(D GeneArt Instant DesignerCiRIR T2 £ MR
FD@EY

@ VRAMZHIEYEDFRE—RBIIRR—D%

@ YRNMIBWEMBETORE L
ipgene@thermofishercomETH BV EHELES
LY

RAiEA~—2: P8, P10, P20, P21, P27, P29, P32, P33

PERICOAERTETY  DHAICEFERNEFEEA

No optimization -

Arabidopsis thaliana

Aspergillus niger

Aspergillus oryzae

Bacillus subtilis

Bos taurus

Brassica napus

Caenorhabditis elegans

Canis familiaris

Clostridium acetobutylicum

Corynebacterium glutamicum ATCGC 13032

Cricetulus griseus

Danio rerio

Drosophila melanogaster

Escherichia coli

Gallus gallus

ThermoFisher

SCIENTIFIC

search Q

No optimization

Glycine max

Homo sapiens

Hordeum vulgare

Hypocrea jecorina (Trichoderma reesei)

Kluyveromyces lactis 0406

Lactobacillus casei ATCC 334

Lactococcus lactis

Lycopersicon esculentum

Macaca mulatta

Mus musculus

Nicotiana benthamiana

Nicotiana tabacum

Oryctolagus cuniculus

Oryza sativa

Pichia angusta (Hansenula polymorpha)

Pichia pastoris

Plasmodium falciparum

Rattus norvegicus

Saccharomyces cerevisiae

Schizosaccharomyces pombe

Spodoptera frugiperda

Sus scrofa

Synechococcus elongatus

Trichoplusia ni

Triticum aestivum

Vaccinia virus

Xenopus laevis

Yarrowia lipolytica

Zea mays



mailto:jpgene@thermofisher.com?subject=お問い合わせ　人工遺伝子合成　リストにない生物種での最適化について
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24 — g4
No optimization mEibAL
Arabidopsis thaliana AAXFRXF
Aspergillus niger

EEME. B2HHE, JNayUHE

Aspergillus oryzae

AARMHE . —koav P hE
Bacillus subtilis HER
Bos taurus F.oY
Brassica napus A3V TITSF
Caenorhabditis elegans #% 5 (C.elegans)
Canis familiaris A AX
Clostridium acetobutylicum

DARNIO Y L-TENTFII L

Corynebacterium glutamicum ATCC
13032

)R INTT) 9 L4 JLAZH L ATCC130324%

Cricetulus griseus

$2 — &
Lycopersicon esculentum <k
Macaca mulatta KER.THTHFIL
Mus musculs FRAI, ¥IR
Nicotiana benthamiana NUHYI7F4/\a
Nicotiana tabacum #/33
Olyctolagus cuniculus JY¥
Oryza sativa FE. A
Pichia angusta (Hansenula ExX7ERD—IE
polymorpha)
Pichia pastoris EX7EEND—E
Plasmodium falcijparum BEII)T7RER
Rattus norvegicus 2vk
Saccharomyces cerevisiae HEFEA
Schizosaccharomyces pombe NREF
Spodoptera frugiperda koA, SFOfARa . Sf214HRa
Sus scrofa

A/ K-T4

Synechococcus elongatus

<7 /1\7T1) 7 (Engineering Kits, A14259)

FrA ——X/\NLAARS—, CHOHARE
Danio rerio £I5D7492
Drosophila melanogaster FAOLaHPa/NT
Escherichia coli KBE
Gallus gallus . =JK)
Glycine max K2
Homo sapiens A.ER
Hordeum vulgare RE
Hypocrea jecorina (Trichoderma

Trichoplusia ni

reeser)

)T —EA

Kluyveromyces lactis 0406

HILAH AT RAER

Lactobacillus casei ATCC 334

SORNFILR - HEALEEEE ATCC 334%%

Lactococcus lactis

FORAVARSITAR . SVFRIBE. S9FRE

4593 FX2 9748, High Five™#iiE
Triticum aestivum INVINE
Vaccinia virus DOU=T 24X
Xenopus laevis TI2VHIAHIIL
Yarrowia lipolytica YOO AT7ER
Zea mays kOO

MERICOAERTEEY . BHAICEERVLETEEA




BEIRAIRRIEANI2—D A

(D GeneArt Instant Designer TR Al §E73

NYZ3—EBEDREY, LLTFDAEFEICHEE
A BERGE—(FE:pMX, pMA, pMK)
B) Express cloningNy2—(F#:: 0fE5ED
Invitrogen 942 —)
c) 13F&#DInvitrogen o4 — (#k#)
D) BEIEIRHEDHIRZLRGA—(FL2D
¥ BIN7EIPLS, P165HR)

KPMXRTA—[L, pUCRIGRA—ER—X[ZLT=Y
A—= I RYA—TREARII—TIEHYEE A,
#95% DI —F —[FT7oELUFIThFIA4Y
Ut EEFHIEARAENTAVI—THRINE
T, ZOMOERIMEECFARAVLNDATEE
HHHYFET , pMAYOPMKEEIRT BT EIZLKY,
Y—Hh—%RBETHIELABETT GEMBEL
BELYET),

% Express cloning X242 —~MExpress cloning
(35 Kb LA F DEEBEFARRERGYET . 4H
PcDNA3.1(+)AEHIRBERIO—=0 T Ry4—(&
5 Kbl EDEEFIHTI/0—=20 ) TTEXH
BETY

PERICOAERTETY  DHAICEFERNEFEEA

DA

Standard vectors

Standard (pMA)

\ Standard (pMK) J

pcDNA 3.1(+)

search

pBADHis_A
pcDMNA31_Zeo
pcDMNA3. T+ Hygro
pcDMNAS_FRT

pDONR_zeo

Q

Standard (pMX)

-

(1B

pcDNA3.3-TOPO

pcDNA3.4-TOPO
pDONRZ21

pET100/D-TOPO

pET151/D-TOPO

—
@cC

pFastBacHTA
pFastBacHTb
pFastBacHTC
pRSET_B
pRSET_C

pYES2

ThermoFisher

SCIENTIFIC

search Q

pFastBac |

pRSET_A

pYes2.1V5-His TORO

pBAD_His_B

pBAD_His_C

@D

Custom vectors
pcDNA3.4
pET303_CT-His

<+ Iwant to add new vector(s)



ThermoFisher

HHYIJon—=—2 45 R5948—08MN(1)

Custom Vector Onboarding
| p[}l}"ﬁ. 3. 1 [-l-} - Select vector input method

The onboarded vector(s) will be added to the cloned genes application vector selection list @

@O FHRIREERIFI—F)ZANMIEBMTIEEE. Y
A—A+DETEBIZ&H SB[+ | want to add new
vector(s)|&7') vy

@ NoE—ERIERET YT T B EERD2ELE et Q ©) -~ @ ”
MBER ? 4

@ [Upload Vector Sequence...]: 774 JL (FASTA/ pRSET_B upldvse:?q;w pr”fvm::‘m“
GenBank / ExceD &R v I 7o RkOyTLTT VT o
A—K, 7y7O—FAI VL IT+—LEZHO—F
ATRE (A) o pYES2 / /

e e
Custom Vector Onboarding J

@ [Copy & Paste Vector...]: R94—% - 2 RIGEA % Custom vecto @
IE ? %A jj*l Ustom v rs Upload Vector Sequencels) Review Vestors C ’%‘

® [Continuel&x2')v% . P16~T2E) pcDNA3 4 A
pEGFP-N1 C]\‘)

*1: éﬁ j{? " Z/\O—X(ila—@ﬁ tfd: Ui'@'ﬂ)f‘\ jii%(fféb\ o Drag Files to upload, or
@pETSDB_CT—His .

pRSET_C

FASTA, GiniBanic Buss

=+ | want to add new vector(s) /

Custom Vector Onboarding

Copy and Paste Vector Sequence(s) Review Vectors @
 Dset et - - |

Vector Sequencel(s)”

Vector Name® €
Important Information on vector sequencels) €

pPink-LC_A333 AGATCTAACATCCAAAGACGAAAGGTTGAATGAAACCTTTTTGCCATCCGACATCCACAGG TCCATTCTCACACATAAGTG CCAAACGCAACAGGAGGGGATACACTAGCAGCAGACCGTTGH

EE~R—: P9, P14, P16

15 HRABICOAERTEEY . BHAICIIERVETEEA



R ToO—=V T Ry5—DEM(2)

@ 7yvITA—RLI=AY2—EHERE) ANTERR

@ [Edit]TROA—ZZEEAIHE

@ [Plasmid View] Ty &R AT AL

@ [Status]h¥#E®D v 7E50K, Error¥oWarningD & (&R
D BEF/H-LTNDEIHNESIMFER

A RO —BRIIFERMET—H—ZET

B) AV4—EHFIEREROIZED

o) RNUF—EHIIATGCDATED H

D) ANJE—ZFFHRKF.RBEE[]E_]DH

E) ANJA—RITAR—R-$FHLEXFIEEEN TV

o RNOA—ZFI5XF LA

[Continue to Cloned Genes]#%') w4 (P9N§E<)
RYZ—) XN TEZEM

TEX %, ¥t hSMaterial Transfer Formz i+
RyH—EZ AN -TE A FHMaterial Transfer Form
ZEE PR B R~ & (FEflIX =27 )L[Option
3 ERCEE-BREHATSAIFOZHARE. BE
UTSREFQ IR EAEIPI3~ 165 )

@ Q@O

BEER— P9, P14, P15

16 HRRBICOAERTEEY . BHAICIIERVETEEA

ThermoFisher

SCIENTIFIC

Custom Vector Onboarding

© o

Review Vectors

Upload Vector Sequenceis)

W Delete Selected Revigw Error or Warning Status below. i)

@o ns @ Status

Vector Name

W Delete]| [ Edit] € Plasmid View ] pPink-HG
W Delete| @ Edit] O Plasmid View (V] pPink-HG_2
W Delete| [ Edit] Q) Plasmid View V] pPink-LC
W Delete L_-V Edit] © Plasmid View 0 pPink-LC_2

)

Vector Sequence

AGATCTAACATCCAAAGACGAAAGGTTG. ..

AGATCTAACATCCAAAGACGAAAGGTTG. ..

AGATCTAACATCCAAAGACGAAAGGTTG. ..

AGATCTAACATCCAAAGACGAAAGGTTG. ..

ORI

pBR3z22

pBR322

pBR322

pBR322

Add More Vectors =

Resistance Marker

Continue to Cloned Genes |

Length

TB6T

7867

Tra2

Tis2

Edit Vector Name @ X

v

Vector Name™

pPink-HC |

AmpR_promoter - v
Amp(R)
/
pBR322_origin — pPink-HC

7667 bp

pcDNA 3.1(+)

search

pcDNA3 4

pEGFE-N1

pET305_CT-His

@ pPFink-HC /

pPink-HC_2

pPFink-LC

pPink-LC_2

+ | want to add new vector(s)



https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual-option3-202104.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual-option3-202104.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual-option3-202104.pdf

ThermoFisher

$IHR—= ) BHRERY FOBR

@ Configure gene synthesis

Select vector and delivery gquantity. Clonlng Cﬁﬂﬁguratlon X
(—D [Insel’tion pOintS] ébu v Missing a vector?
Obfs [Customize | pET303_CT-His - Important: Please select the insertion points individually from the lists below.
N Upon selection, you will be presented with the suggested cloning strategy. You
manua"y]jéjg*ﬂ Cloning guide can alsc view and select from other possible cloning strategies.

@ [Cloning Configuration]
TYR—=2% AHIRE
FHALEER |

R TaRENF=-TvITIELL w @ Xbal [TCTAGA] Nsil [ATGCAT]
pa—=vyshTnes @ |
&%EEEZ_‘?\ (A) s ﬁ:IIJ BEE%%'H’ - - - Selected cloning strategy

X
ArDBELEETE (B) Cloning Configuration @@

@ RHyB—EAH—IDH v \
BEDERELNS ...

| Insertion points -

Chones insertion poinse

Customize manually |

Important: Please select the insertion points individually from the lists below. -]__; |
: H - : H HsAatn_nus
'éf‘j:E-FO) [other Upon Sele§t|on, you will be presented Wlt.h the Su.ggested clc_mlng strategy. You '. Sedn. ]
] ] can also view and select from other possible cloning strategies. \ p =
possible cloning Y.
\ /i

strategies] #7')v79 % - I
&11".’.0)1@%@753%5? Choose insertion points @

@ IE L/L \7‘yj€5§$ﬂ L/s | Xbal [TCTAGA] v Insertion point 2 - ceme @
[S ] 57 l) 7 (Pg( + N You may proceed with the current selection or select frormp other possible cloning strategies
ave w77 (P9IZie

Nsil [ATGCAT]
0 L | .
Pcil [ACATGT] B

BE~X—2:P6, P9, P20, P21,

17 BRRBICOAERTEEY . BHAICIIERVETEEA



ThermoFisher
A Y ~ — -_—y [ . —
BIRATREL TS ASRESL Add-on Services TERE RIRE
@ =&/VDNAILEKEFZIEDNAS ug
@ TFSRIFREEDORT—ILIZLUTOSEEM HRIRATHE,
INE(FHRTRILIGL, RGN ZMAm, IEERXT— @ | Spg lyophilized plasmid DNA, Research Grade -
IVIEERE
A)  Midiprep(~100 pg, 50 mLR % —)L)
B) Maxiprep(~500 ug, 250 mLR4Z—)L)
c) Megaprep(~1 mg, 500 mLR4—)L)
D) Gigaprep(1~10mg, 2.5 LR —)L) @
E) 2xGigaprep(10~15mg, 5 LR —)L) @ TE, up to 500pg yield {maxiprep), Transfection Grade
TE

Delivery Quantity *

search Q

TE, up to 100pg yield (midiprep), Transfection Grade -

BRURAT—ILIREDER, HEERT—IL)
TE, 1mg yield (megaprep), Transfection Grade

@ /\wI7—ILTE, H20, PBSM3F& M o E R A fE
@ Add-on ServicesTE&E Al &E

@

TE, 1-10 mg yield (gigaprep), Transfection Grade

TE, 10-15 mg vield (2x gigaprep), Transfection Grade

Add-on Services « @ HZ20, up to 100pg yield (midiprep), Transfection Grade - @ PBS, up to 100ug yield (midiprep), Transfection Grade
Cheose the add-on services for your cloned gene. @ H20, up to 50|:||Jg yleld (maxiprep]. Transfection Grade @ PBS up to 500“9 le'd [mamprep: Transfection Grade
Delivery Quantity
ried plasmmi . Sanger Sequencing @ . o :
I:”i:m:““m;m“ Ts:mee " H 20 H20, 1mg yield (megaprep), Transfection Grade P B S PBS, 1mg yield (megaprep), Transfection Grade
I ctandad B Giycerol Stack @ _ ) ) .
Stock Agar © H20, 1-10 mg yield (gigaprep). Transfection Grade PBS, 1-10 mg yield (gigaprep), Transfection Grade
Cancet save H20, 10-15 mg yield (2x gigaprep), Transfection Grade PBS, 10-15 mg yield (2x gigaprep), Transfection Grade

18 HRAICOAERATEEY . BHAICIIERVETEEA
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ThermoFisher

BHHEEFADO—IEREER

@ 1BLEOFIVIRVIRIZZEANT, ERELFE

_ %E*R m Add Sequence - Import & Save

@ [Configure Selected] %7 U ‘yo CZ: ‘9 Configure Selected | W Delete Selected Protein sequences must have a host organism selected. You can do this for one or multiple sequences. @
@ —_— E L) 0) %*R Hi b\ B%*R @ Status Sequence Name Vector Delivery Quantity Type Host Organism Length @ DNA/Protein Sequence

A)  [Configure sequences manually]: HRIZERE Gonfigwe & HeActin_nuc Standard (pMX) Syg dried plasmid DNA DNA No optimization 1152 ATGGAATTCAAGCTTGG. ..

B) [Apply prOJeCt template] E%#a)gﬁﬁ/b\ b #R Ognfigure 0 HsActin_aa Standard (pMX) 5pg dried plasmid DNA PRO... No optimization 384 MEFKLGSCEEEDSTALYV...
@ [Continue]&x2") vy \
6 HREBEBEANEIT. RDOIDDIATTEIERTEAIHE

. Choose Configure Options X 1 Back
® [Cloned Gene Settings]: : :
o Informational: The bulk configuration will only be applied to the selected @:OHﬁg U re M u |t| ple Seq ue nces ><
A) &79— sequences that are qualified. Kindly review the changes for individual sequence
after saving.
O—=>% % *

®) v ~ 7 RHIRER Y A+ ®A) © configure manually > @ Informational: Fields that cannot be edited in bulk are not displayed.

c 5/3{thnEz5! @B) Aoply projcttmplte Changes will be applied to the selected sequences.
@ [Optimization Settings] \ @ ®) 7) (8

A EE{EAEYMIE — | = Cloned Gene Settingsl

B 5T BES |

[Add-ons] Choose Cdnfigure Options X
A TORIRFER
B) fEAEmRA T3
o BREATLavHUH—%K - KBEYJEO—ILAYY) R

@ Apply project temglate

B) ]

searc

@ Informational: The bulk configuration will only be applied to the selected
sequencas|that are gualified. Kindly review the changes for individual sequence
after saving.

B@E~X— P8, P9, P10, P11, P12, P13, P14, P17, P18

20 HIEAICOAERATEEY . BHRAICEEAVETEEA



FERE -#BEL TR

ThermoFisher

SCIENTIFIC

Cloned Gene Settings

Vector @ Missing a vector?  Insertion Points @

Cloning guide

<3: &' Region (Optional) @ 3" Region (Optional) @

Enter 5" region Enter 3' region

{or)

Choose to delete any existing 5' & 3' region @
Delete 5" Region Delete 3' Region

@ [Vector]:ZO—=2 45 AR HE—

@ [Insertion Points]: 7A—=>% BA%IEEZY A
k

@ [5'/3 Region (Optional)]: { INEZ 5|

BEE~R—2: P8, P9, P10, P11, P12, P13, P14, P17, P18

21 HIREAICOAERATEEY . BHAICEERAVETEEA

Optimization Settings

Host Organism for Optimization &

—h

I Homo sapiens -
\2)mize the sequence upon Import & Save i ]
@ Motifs to Avoid

Define motifs to avoid in your sequences. Selected sites will be excluded during optimization.

Standard Motifs GCustom Motifs

Click on the cloning site to add or remove. @

Standiard Matifs Standard Motifs To Avoid
Hind Q Q
Hindlll [AAGCTT) BamHl [GEATCC]

EcoRl [GAATTC]

@ [Host Organism...]: &#E L £ WiEZEIR, &
1k LA LG S 1E[No optimization]Z:& R

@ [Optimize the sequence...]: @& AN %E
Import & Save FIZEFHELZEEHE

@ [Motifs to Avoid] : EE 1L BL 5 Vo BR4Y 9 S ER S

®

Add-ons

Cheoose the add-on services for your clened genes.

Delivery Quantity Select delivery time

A Standard
B

TE, 1myg yield (megaprep) -

Production Time @

| Standard - Express
@h Sanger Sequencing @ C
@ TSE-Free @
@ Glycerol Stock @ A)Standard : i& F #h 1A
B)Express: 1E# BjE##E
® | stock agar © C)SUperSPEED : {E 2 £AR5- 72 £ B (< 524%

@' Save settings as project template

MNote: Wector, host organism, delivery quantity, and preduction time options must be selected to save as a
template for future projects. Templates are maintained in the “Project Templates™ section in the
Dashboard.

Project Template Name ~

| Manual 241114

©

— =
[Delivery Quantity]: 775 RS R 5 5l

[Production Time]: A& & -B.C.fifiEiE v —ERHY
[Sanger Sequencing]: Y2 H—&EC5IFER
[TSE-Free]: IR KA T &

[Glycerol Stock]: KEaE YY) zA—ILAMYY

[Stock Agar]: KEGE 7 H—RAbvo

[Save settings as...]: MEANDERFEL TRE
[Project Template Name]: 8f D & #1& A 51*1
[Save changes]: 7))y L TC—{E&E A - #ER &R T

HO@O®o®eo

L EAXF AR—RABFIS—DREELZYFET DT, TEELESL,




ThermoFisher

BHECFAD— B EEADTET

O HEHEGCFAO—FBEANTT THE[SEUSINET | roaseamnce - [
BBVICEHI LT

& Configure Selected W Delete *- Protein ssquences must have a host organism selected. You can do this for one or multiple sequences. @
Import & Save 1) iew - IR
@ [ p ]E 7 J J7 > ReVIeW *zé)] s = 0) Fﬁﬁ '“Hi Actions Status Sequence Name Vector Delivery Quantity Type Host Organism Length @ DMA/Protein Sequence
B ZER1T (PIONHEC)
=E1T it B
- W Delete ¢” Configure Q HaActin_nuc pcDNA 3.1(+) TE, 1mg yield {megapr. .. DNA Homeo sapiens 1152 ATGGAATTCAAGCTTGG. ..
W Delete & Configure Q HsActin_az pcDMNA 3.1(+) TE, 1mg yield {megapr. .. PRO._. Homo sapiens 84 MEFKLGSCEEEDSTALY ...

BEENR—T: P9
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- - ThermoFisher
= S SCIENTIFIC
—EREMBOER - EIE
@D
GeneArt Project Templates - Cloned Genes © Add N Template

Welcome Add or edit project templates with your favorite vector configurations and optimization settings to enable fast and
easy submission of future projects. To use a template, start a new cloned genes project from the Dashboard Home
and select to configure multiple sequences during the import step.

@ [Project Templates]h i5[Cloned Genes] &R o rome @ @T N

Actions emplate Name

@ [Template Name]h o EDREREV)vILTRHREE ol 8 oo | 2 oo — e
EEE%I\ |" Project Templates 4

@ {BIET Bi5E (X[Configure]EfIX[Edit|EH)vo cloned Genes \ /

DNA Fragments

@ #FRBIZERRT B15EIX[Add New Template]&5') w4 \ //
GeneArt - Bk ©

Last Modified

Manual241114 Edit
Welcome
Cloned Settings
# Home
W  Orders & Drafts . Vector: Insertion Points:
peDMNAZ.4-TOPO
th  Project Templates *
&' Region: 3 Region:
Cloned Genes _
DA Fragments
GeneArt Edit Project Template /
‘Welcome Save vector configuration and optimization settings as a project template that can be applied to future Cloned Genes projects.
Project Template Name"
&  Home
Manual241114

W Orders & Drafts

Gloned Gene Settings
tH  Project Templates *
Cloned Genes I @ Note: Please checkf insertion of kozak sequence is required for the vector chosen. You may refer to the kozak guide below the vector dropdowm. X
DNA Fragments
E i Vector Missing a vector?  Insertion Points.
I PcDNA3.4-TOPO -
¥ Support
Fﬂ ‘E/{ :/‘“ : P3 Cloning guide | Kozak quide
® Pricing 5' Region (Optional) @ 3' Region (Optional) ©
Enter 5 region Enter & region

23 WIRAICOAERTEEY . BHRAICIEAVETEEA




GeneArt Strings DNA Fragments



25

GeneArt Strings DNA Fragments $1#7A /R EEE

D FaszorahHnld [Project name] IZ, ZDHMEENHIIE

[Optional Description] [ZA 71*1(EBLEMATIIAELY) , BIEH

FRAH DB A (FProject ID (45l : 2023ABCDEF) NHEIR RSN 3

IO OMIBEERT E— DM A EAAEE,

[Download Excel template] 2')vo LT, BEE5EANT D774

WESHvO—k

@ FoO—RLE774ILICLTOEHRE AN EHES| A SRTEE
A)  Sequence Name GE&FR) FAEHF. B[ _1DH. RAR—X

(LA, 20XFURA

B) DNA/ Protein Sequence:DNA: ATGCRE. 73/ IXNFERITDH. 7
S/BEHIDIGE DAY TRV T RE) X 9[*]

T7AINETYTA—RT 518 . ET D [Upload Sequence File]
=)0

IJ7AILDT7yTa—FEEICFEE) (P2612#E<)
BRIEREZEEFANTSHEEIEHETD [Copy and paste] %
)y

@EFEREIZERFIIEEE A AL THLE®D [Continue] £4') w4 (P27
[Z#5E<)

©® O

0 O

©@

L RANF AR—REIS—DRERREBYFET DT, TEELESLY,

BEER— P4, P26, P27

PERICOAERTETY  DHAICEFERNEFEEA

@ 1. Enter project information (Cpiicnal)  Default project name vill be given if not specified
K | 1l @

2. Tag this project (Optional) @ 2

Create New Tag X

| @ Informational: Created folder will be addzd to the folder list

Selecttag | Or  Createnew |\

.

Enter tag name

Antibody
3. Select sequence input métted| ¥ Download Excel template

Upload Sequencs File

FASTA, Gengank or Exed
farmat

DNA / Protein Sequence

Sequence Name * For protein sequence(s), please select a Host Organism on the next step. Kindly ensure that stop 5' Region (optional)
codon is present, indicated by asterisk * symbol.

HsActin_nuc ATGgaattcaagcttggatcc TGTGAAGAAGAGGACAGCACTGCCTTGGTGTGTGACAATGGCTCT gecace tag

HsActin_aa MEFKLGSCEEEDSTALVCDNGSGLCKAGFAGDDAPRAVFPSIVGRPRHQGYMVYGMGQKDSY gccace tag

3' Region (optional)

1. Enter project information (Ostional)  Default project name will be given if not specified

/ Drag files to upload, or
—

2, Select sequence input method  Download Bxcel template

@ B

Excel GanBank, FASTA

ThermoFisher

SCIENTIFIC

& Fit

Upload Sequence File Copy and paste

P
7—

nnnnnnnnnnn k or Excel format Copy & paste your sequences directly

|||||||||||||||||




ThermoFisher

GeneArt Strings DNA Fragments BERIEHI7MILETvITA—F

e

D ERINEREAALI=-T74I)L%EDrag. H5UME
[Choose file] #0')yILTI7AILEERT S
& BEIMICESIFERN 7 yTO—FENnb
Ty7O—REMNTET T HERBIZT7MILAE Project: Stﬁngs_W3oas1
REND, T7MILIFERT7 YT O—RalEE (1] (2)

7y7A—LEMET LIz6. B LD [Continue] sposaseaunees ey ennae @
91wl Downioad Excettempizte cance m
ARBHOT+ 5273535 E . [Check Status)Z importan informaton for ot secusncs(s) ©
2y L THREEAEED (P271#<) I @2
ANERIFT5H7EHESE . [Stay on this page]Z B oot ona Fragments .. 1910
)yl TADERLEREEAED (P27(24 T o e
). F=[Z[Continue to configure]&4') L orag fles to upload, o
T[Review]~ &L, (P28IZ#7<) Greose fe

Excel, GenBank, FASTA

i 5

Check Status X Everything looks good! X

x5 Genedrt DNA Fragments Template

@ ® © ©

®

g on before th bei g All uplaaded sequences have passed aur initial checks and ars ready to import
One or more sequences need attention before they can be imported. Stay on this page would like to select host organism for multiple
s o

Click on ¢ Configure to identify and address errors. If you would like to sequences @ or nfigure individual sequences. Full configuration options.
apply same configuration on multiple sequences like Optimization or available in the nexi step
Cloning parameters, you can do this by selecting the sequences and dlick

on & Configure Selected. [CGN  continue to configure.

BEE~R—: P25, P27, P28
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GeneArt Strings DNA Fragments E2SITRERDFEER - B 1E

P12, P13, /

IS—ABLLD ROV LEEEETE, 2 T&ELN ()
SETL=5. HLE® [Import & Save] #4')w-LTOrder ceovene ame- N
Eﬁﬂ*g@](P28) HsActin_aa | PROTEIN -

*Eﬁﬁayué % Ej—éiﬁAli P32~ % “ 5' Region{Optional) 3' Region|Optional)

@ Project: Strings_Manual_230831
Add Sequence -
& 2
Upload Sequencss Verify & Configure
- -w Em-sn Add Sequence ~ Import & Save
@O AHDLEERIEBDIVAMRRENEDT, NEEHER
- A o & Configure Selected W Delete Selected Protein sequencel(s) must have a hast organism selected. You can do this for one or multiple sequences @
—_ S = .
TS5—(FKU[ ! ) BB BB A [K[Configurel£41) % (A) (e T pr—
“ - ® peicte | £ Configure| @ HsActin_nuc DNA 1152 ATGGAATTCAAGCTTGGATCCTGTGAAGAAGAGGACAGCACTGCCTTGETG. No optimization
@ [Sequence Info] 27 TELSITEERDEE M A RE, QD KD
o ® peiete | £ Configue| @ HsActin_aa PROTEIN 384 MEFKLGSCEEEDSTALVCONGS GLCKAGFAGDDAPRAVFPSIVGRPRHCGVM. .. No optimization
' T 7_)(\Jt_~/0) &%) IE E ‘j:ﬂkIE 75\ Z\ ’H, W Delets | & Configure| @ HsActin_nuc DNA 1182 ATGGAATTCAAGCTTGGATCCTGTGAAGAAGAGGACAGCACTGCCTTGRTS . No optimization
. W Delets | Configure| @ HeActin_aa PROTEIN 384 MEFKLGSCEEEDSTALVCDNGS BLCKAGFAGDDAPRAVFPSIVGRPRHOGVM. . No optimization
s /
@ TI/EEEIIFRBEILH LA, REILEMBD RN

©

GCCACC TAG

Host Organism * L
i . Host Organism ~

I Mo optimi zatlor\
O Required field I Mo optimization -
Sequence * SA

MEFKLGSCEEEDSTALVCDNG Host Organisms Q

VEMGOKDSYVGDEAQSKRG

PEEHPTLLTEAPLNPKANREK Home sapiens ay

LDSGEDGEVTHNVPIYEGYALPH

EIVRDIKEKLCYVALDFENEMA f

e e s s s 1 s Hordeum vulgare e
Length: 384

Cancel Apply

BEA~R—: P12, P13, P25, P26, P28, P32, P33
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ThermoFisher

GeneArt Strings DNA Fragments Order FEXRIEDHEEE

@  AHALT=ERHEEHRHGeneArt Strings DNA Fragments

TEXA R, s FEEHA KRS TS Optimize (optional Order
HDIXATEE
S t,, &3 NE[, RDZEYD; . . i
@ Eb:;}q;gence cannot,, JI&EX A RO =i DER Your Sequence Configuration  Your Products o Suggestions
A)  [Fix/optimize to get string]: &1t - BERFME IEEE M (P29~ Add Sequence - M selectan

#<) @

B) [Order as cloned gene]: A TEEEFE K (PMXAYIR—-5
HgIBRSE) (= E (P30AHEC) @  actaz 1134 bp —
P JPY 32,700

B business days

&

@

W © acta?ax? 2263 bp Sequence cannot be manufactured as Strings DMNA Fragme @@
Pleasze refer to your options in the Suggestions column.

Fixfoptimize to get
string

or
@ Order as cloned gene
Order Cloned 4/X

Gene

BEE~R—: P26, P29, P30
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ThermoFisher

GeneArt Strings DNA Fragments Optimize &1k

Optimize (optional) Order
2022AADC3F Fix or Optimize sequence _sf’q”e"mm EEIGEREE @@
@ =& Cptimize your sequence for better ATCATGTATCTTTTTCACCTETGCCTGATC 1 1 1nan 1ua s ariuia 1 [TCAAGCCTCCA GOCTTGOCTOECTTTGGGATA .
[Show problems] %) v~ LT, BIEE % KRR, AESH expression or to x poteriial problerms. ——
Hs&ctin_nuc Repetition-1:A
DFRKENH R EEAL (A) Host Organism -

L AAAGAAL
Repetition-1:A

@
[Host Organism] [CFERTISERLIzOR  REL A EYTEN @ reAcins ®| Define ORF Manually .
TN (EEARE. BELEMFED ANMEPL2, P13SH)
[ORF] &%1)w% . [Define ORF manually] TRi#E{LF1T54%8 © ronsipge
BZ AN (SEEEA) , FEBIRE,SIEE B
D EHEEBIATHE
> [Protect my cloning sites] :&@E{LBFICE B L1=<#K
UWVHIBREBER U/ &R E AT BE
> [Protected Regions] :&x @ {LBFIZZE B L=</ ELSI
PRI Z TR E AT RE
> [Motifs to Avoid] :F@E L& DEEFIIZE HT=<TEL
REER YA EIEEATRE(A)
®) [Fix Problems] (P 5 # il {t) £/ (X[Optimize] (£ & © ronsting weli— | B

Q 28 Optimize your sequence for better

ORF Start ORF End 12 1 120 280

ACCATACTGCTTTACGGTTTAG
TGETATGACGAAATGCCAA

® © ©® 6

AATACCATCGTGTECTCCG
TGTTATGGETAGCACACGAGED

Motifs to Avoid \0 AA

&= Repetition-2:B
HHepetition-2:A

Fix Problems @

D@

- - — —_ Hide problems e . i T ression orto T potental problems.
ZEEit) &0y L THRiE{EZELT. [Success|&ER RSN S - ! :
nIFoK GCHigh  488-543 — | [rm—— o -

® EHEHNE—ERETHHEEEPI2~-ESHE Repstiion  13-197 | 2431022

Repetiion  304-325| 307323

Repetition 304-326 | 307-329 e : :

Sequence View Quality Graphs

Q Success: Sequence is optimized successfully!

EA~R—: P12, P13, P28, P32, P33
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GeneArt Strings DNA Fragments Order A—MZ3E0

@ - EEPREEEZEL T GEXSHFENIAV RN IH
ety

@ [Download Summary]| CEHI1E#HRE A FL THEER

@ [Add to Cart] 29y I L TEXFmE~NEED (I
[GeneAATEEFERY—ER ZEXI=aF)L]
MDP8[6 A—rATOIi+E - FRENIERFE DR SR)

FEA~R—: P28

PERICOAERTETY  DHAICEFERNEFEEA

ThermoFisher

SCIENTIFIC

GeneArt Instant Designer

Optimize (optional)

Order

Your Sequence Configuration

Add Sequence ~

®
W HsActin_nuc R
[ HsActin_aa 1134 bp
W nonStringt 1054 bp
W nonString2 1054 bp

Your Products @

M selectall

Suggestions

JPY 32,700

6 business days

EXA
JPY 32,700

6 business days

EXA

JPY 32,700

& business days

JPY 34,928

18 business days

Fix/optimize to get
string
or

Order as cloned gene

@
€)

JPY 133,028.00

Project: 2022AADCSF

Status: Craft

Item Quantity
DMA fragment 3
Cloned gene 1

Estimated production time @

Sirings - § business days

Cloned Genes - 19 business days

Email will be sent when Quality Assurance files
are available in ThermoFisher Connect

© Kindly review the sequence(s) before
ordering

Download Summary

Contact us



https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
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BHEEFAO—ERTHER ThenmoFisher

@ 1§L®§I‘y7ﬂ{‘ybxl:z€kh-c\ @;&iﬁ{i%é Add Seguence - Import & Save
— &R |

elete Selected Protein sequence(s) must have a host organizm selected. You can do this for one or multiple sequences &

@ [Conflgure Selected] %7 IJ ‘yg @ Status ‘Sequence Name Typ= Length & DMA/Rrotein Sequence Host Grganism
@ : J‘E U 0) J‘g *R Hi 75\ ro J‘g *R ] HsActin_nuc DMA 1152 ATGGAATTCAAGCTTGGATCC TG TEGAAGAAGAGGACAGCACTGCCTTGETE. . Crigetulus grissus

. —_= Hzactin_z=2 PRCTEIN 284 MEFKLGSCEEEDSTALYCDNGSGELCKASFASDDAPRAVEPSIVEGRPEHGEWM. . Homo =2niens
A)  [Configure sequences manually]: i IZE%E
& pelete & confyure HeActin_nuc_2 DNA 1152 ATGGANTTCAAGCTTGGATCCTGTEAAGAAGAGGACAGCACTGCCTTGETG. .. Cricetulus griseus
B) [Apply project template]: BE7E DSz H 53 4R
W pelete & cConf qure Hsictin_==_2 FPRCTEIN 3B4 MEFKLESCEEEDSTALYVCONGSGELCKAGFAGDDARRAVERSIVEREEHOEVM. . Homo ==piens

[Continue]&2')vo

L)

L]

o

BEEE~BH, RD20DFT TEBREATH \
Choose Configure Options X ] :

[DNA Fragments Settings]: gure=p Configure Multiple Sequence(s) X

o Informational: The bulk configuration will only be applied to the selected

A) 5’/3’1{"7][] EE;U sequences that are qualified. Kindly review the changes for individual sequence

after saving.

[Optlmlzatlon SettlngS] @A) .. o " ﬂ Informationak: Fields that cannot be configured in bulk are not displayed. Changes will

A) % ﬁ 1t & #ﬂl *E @ B) Apply pmiee‘ template

B BT HES) @ ® @
genee m DA Fragments Setfings

Q @@@

be applied to the selected sequences.

Choose Cdnfigure Options X

@ Informational: The bulk configuration will only be applied to the selected
sequences|that are qualified. Kindly review the changes for individual sequence
after saving.

Configure sequendes manually

@ Apply project temglate

B)| 3

search

Gancel Gontinue

BE~R—: P12, P13, P27, P29 -

32 WRAICOAMEATEEY . BWHRAICEEAVETEEA



33

FERE -#BEL TR

/_P DNA Fragments Setfings

5' Region|{optional) i)

3 Region{optional) i)

GCCGoCACC TALTAS

@
@
©)

Choose to delete any existing 5' & 3' region i ]

Delete ' Region Delete 2' Region

@ [5'13 Region (Optional)]: 1 A0EZ 51

Optimization Sattings

Heost Organism for optimization @

| Homo sapiens -

| optimise the sequence upon import & Save [ ]

Maotifs to Avoid

Define motifs to avoid in your sequence. Selected sites will be excluded during optimization.

Standard Motifs Custom Motifs

Click on the motifs 1o add or remove @

Standard Motifs Standard Motifs to Avoid

Hind Q search motifs Q

BEE~R—T: P12, P13, P27, P29

PERICOAERTETY  DHAICEFERNEFEEA

[Host Organism...]: &E L £ MFEEFRIR, &
1k LA LGS [E[No optimization]Z:& R
[Optimize the sequence...]: @Z AN b &
Import & Save FIZEiE{LZEM

[Motifs to Avoid]: &E 1L EEFI A S BRIV S HEL I

(

ThermoFisher

SCIENTIFIC

Optimization Settings

Hind Q search motifs Q

Hindlll [ALGCTT] BamHI [GEATCC]

EcoRl [GAATTC]

|::|r:|
Choose to delete any existing motiffs to awoid i ]

Delete motiffs to avoid

D .

Save seftings as project template L]

?b Template Manual 230821 |

Project Template Name *
@ [Save settings as...]: MEANZLBRELTRE
@ [Project Template Name]: 8§ f2 D & fiiE A 7*1
@ [Save changes]: 7UvoLT—{EER - #EERT

*LR2AXF - ARN—RAFIS—DRELLGYFET DT, TEELSLY,




iy ThermoFisher

BYREF~O—ESTHERAOET ThenmoFie

@)

O HEHECFAO—IFBEANTT I D& [Status] 2T e -
RBVITEAIETHER , _
& Configure Selected W Delete Selected Protein sequence(s) must have a host organism selected. You can do this for one or multiple sequences @
@ [Import & Save]&%')v%. Order~# &), CDE & )
BALEEST (P28~

Status Sequence Name Type Length @ DMA/Protein Sequence Host Organism

® Delete & Configure | @ HsActin_nuc DNA 1152 ATGGAATTCAAGCTTGGATCCTETGAAGAAGAGGACAGCACTECCTTGETG. . Homa sapiens
W Delete & Configure | & HsActin_aa PROTEIN 384 MEFKLGSCEEEDSTALVCDNGSGLCKAGFAGDDAPRAVFPSIVGRPRHQGYM. . Homa sapiens
® Delete & Gonfigure | @ HsActin_nuc2 DNA 1152 ATGGAATTCAAGCTTGGATCCTGTGAAGAAGAGGACAGCACTGCCTTGGTG. . Homa sapiens
® Delete & Configure | @ HsActin_aa2 PROTEIN 384 MEFKLGECEEEDSTALVC DNGSGLCKAGFAGDDAPRAVFPSIVGRPRHQGYM .. Homo sapiens

BEENR— P28
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GeneArt Project Templates - DNA Fragments © Add Now Template
Welcome Add or edit project templates with your e optimization settings to enable fast and easy submission of future projects.
. ~ - Actions Template Name Last Modified
@ [Project Templates]h 5[DNA Fragments] %3E 1R o -

07-Sep-2023

W Delete g Configure
@ [Template Name]WHEEEDBERE V)V ILTHEE ‘I:O””‘L@
EEE%I\ it Project Templates +

Cloned Genes

@ {BIET BHA [X[Configure]ET=IX[Edit]E ") v
@ FIBIZERT BB A IE[ADD New Template]&4')v%

GeneArt ,/
test @ Edit Template

Welcome

DNA Fragments Settings

A  Home

5' Region: 3' Region:
- v
™  Orders & Drafts GCCAC TAGTAG
#t  Project Templates 4

Cloned Genes

DNA Fragments

/
v
GeneArt Edit Project Template
Willaarinz Save optimization settings as a project template that can be applied to future DNA fragments projects.
Project Template Name *

A  Home test

W Orders & Drafts v
DNA Fragments Settings

it Project Templates 4

EEIE’\O_:) . P_3 Cloned Genes 5' Region(OptionaI)0 3' Region(Optional)ﬁ
DNA Fragments
GCCACC TAGTAG
— = — N Support
35  WRACOMERTEET. BIRAICEERV T A L
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ThermoFisher

BIX HBIVRFSHOER

Plasmid Reorder - Instant Designer

Select the constructs for reordering Cancel Import & Save
Constructs that are not available for reorder are displ @
~ A
ERORRELDZTOD IO +EDY VI (A). TR
" Trojects and Constructs Search by project name or id Q Constructs Search by construct name or id Q

STOREIVRISIROEN IDTRELARB) (9
HBEBBIAVARSIME (A) , BFIERES D S— okttt £ ik toa Sy — ——
L taaE () S
[Add[E 4y o L THHAEM +

@O®» © O

R EHDAVANSINZA ‘
[Import & Save]&2')v9 My Projects and Constructs | Scach by construct nameorid G Constructs G2 Search by construct name orid  Q
@@ jects list @ ' Construct Name Construct Id
- . @ Mo constructs selected
Cpnstruct Name Construct Id Action
- .
v
* € Remove

Select the constructs for reordering Gancel Import & Save

Constructs that are not available for recrder are displayed in grey @

My Projects and Constructs Search by construct name or id Q @ ructs @ Search by construct name or id Q
« Back to projects list Gonstruct Name Construct Id
2022AAKHOD 2022AAKHOD 09/15/2022

Construct Name Construct Id Action

v
Add =
» o A
FER—T P4 v x

< Remove
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ThermoFisher

EEX TIRIFHBRY— Ly T7—DER
@

Select Delivery Quantity

Select Delivery Quantity
jﬁ%@xb-_)b ./ {‘y77_§5§¢ﬂ (Ei%m [ipl8§ﬁ€) :lﬂf:‘;nnkj::zsnulz'rhese\wedquant\iyw\llbeappliedluall

FERZ[Confirm|Z 2y LTETHIAV AN YNNI —EERE
1B 71 5% £ "l RE

[Co ntl nu e] % 7 IJ ‘y 7 TE, up to 100pg yield (midiprep), Transfection Grade

TE, up to 500yg yield (maxiprep), Transfection Grade

Informational: The selected quantity will be applied to all
constructs

Delivery Quantity

| TE, 1mg yield (megaprep), Transfection Grade

® 0O

Gancel

TE, 1mg yield (megaprep), Transfection Grade

TE, 1-10 mg yield (gigaprep), Transfection Grade

TE. 10-15 ma vield (2x aicaren). Transfestion Grade

[ es) ¢ Editdelivery quantity W Delete Ganeel

Construct Name Construct Id Delivery Quantity Price

@ | TE, 1mg yield (megaprep), Transfection Grade - JPY 25300.00

| TE, 1-10 mg yield (gigaprep), Transfection Grade - JEY 48200.00

search Q

TE, up to 100pg yield (midiprep), Transfection Grads
TE, up to 500pg yisld (maxiprep), Transfection Grade
TE, 1mg yield (megaprep), Transfection Grade

TE, 1-10 mg yield (gigaprep), Transfection Grade

TE. 10-15 ma vield (2x cioaoren). Transfection Grade
4 3

FEA~R—: P18
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ThermoFisher

B A—hSE

@ (4% - E EHARS - FE X Plasmid Reorder - Instant Designer
@ [Download Summary]| CESI1EHRE A FL THER
Plasmid Preparation Configuration our Produc
@ [Add to Cart] £9J v L TEXFEHEEALED (G ’ ’ A @ et JPY 74,200.00
[i[GGﬂGAftAI%{E%%E‘Z'U’-EX :EIKV::LT ::tj:::;:j:nnnnun
LIDP8[6 h— AT O fiHE - F NI R DR S b T | v

5 business days Item Quantity
EE ) Plasmid Preparation

FAEYY

Estimated production time @
B — 3524 bp 1T 48900.00

& business days

Pizsmid Fregarstion - § business days
TE. 1-10 mg yield (gigaprep), Transfection Grade
Email will b2 sent when Qualty Assurence fles
are avallable in Thermorisher Connect

@ kindly review the sequencas) before
ordering

@ | Download Summary |

EER—:
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https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf
https://www.thermofisher.com/content/dam/LifeTech/Documents/PDFs/jp/WebOrderManual/geneart-ordermanual201512.pdf

ThermoFisher

SCIENTIFIC

OV OMNMIEDRERR
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ThermoFisher

Drafts F;EPDTATTIH

@ [rafs|cEESs-kxxoTaCorERFT D] GeneArt Srafte & == .
ap,
ﬁb ‘Welcome
@ [Project Name]h\%%jnﬁlbhéﬁiﬁﬁf\ L3 Add/Madiify tag [ Remove tag @
*zEJ] E'I-Jﬁlé # Home Action Project Name = Project Id # Sequences Project Type + Last medified ~ Status +
TOSIIRDET bR " otrmaat - -
g *%/1 7:_; IE E 'C“‘/—I*EI ﬁb 1=} Delet 2024ABALSF 2 DA Fragments 14-Nov-2024 Draft
. N = = Open Orders
@ jl:l ‘/17 I~0)97 T#EE II:I:II "E)EI FIE Past Orders ™ Delete thlﬁm 2024ABHOSD 2 Cloned Genes 14-Nov-2024 Draft
® Project ID, Construct ID, Construct NameZi& Offine Orders
THRELAEE

BEENR—:P3
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N — S ThermoFisher
Open Orders EfThDTAT Ik

G eneArt 0pen Ord ers e Filter by tag - Search by project name or project id Q
Welcome é;: Export all orders to Excel @
[Open Orders| CHEITHDTOD I E R order Last Eet
— 2E, A Home Project Name 2 ProjectID = Access © PO Number Number Update ~ Status ¢ Shipment + Action
RATHE @)

[+]25)voLTAV RS IMERER T ‘"'“ra e
s @

® © 6

%‘IE E —C‘\\/—I\E]-ﬁg Past Orders + —————— - - °
Action®[ i [&0) v HERDIAAYH]
=]
AE
A HERENEHRITILOFT I A—F
By JOTIVrDOrder27~ME) @
i - 09/22/2022 @ In progress 10/04/2022
0 EA—ILBHDEE
[ aitemis) | Construct Name Product Type Construct ID Est. Shipment Status
10/04/2022 & In progress
10/04/2022 & In progress
10/04/2022 In progress

Est.
Status "
Shipment
@ In progress 10/04/2022
[~ ]

o Open iject\

B Enable Email Notification

0@® &

BEENR—:P3
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RS ThermoFisher

Past Orders fiGFATAD I

- o j— G eneArt ilter - Search by project name or project ic
[Past Orders]f%ﬁﬁ:;ﬁ&jﬂ“/lbhéﬁmﬁf Past Orders @ Filter by tag h by proj project id Q
ﬁlé Welcome Q Export all orders to Excel @
[+ ] % 7 IJ “J7 L/—C : )X I\a 7 F'I‘EﬁEiﬁg i 7TT E_I- ﬁE A& Home | Project Name = Project ID = Access @ PO Number = Order Number Status = Action

%‘IEE—G\/_I“EI'&\E W Orders & Drafts ‘@
Action®@[ i &0 w0FBHERD2EMNATHE Z:::msa
A MEABEANERIFIILDFHA—K

.
B) JATIHVLDOrder2T ~DIEE) Offline Orders /

- Shipped 11/12/2017

®O O

S

®

@)  construgt Name Product Type Construct ID Status

© Shipped

Status

Snhipped 11/12/2017

* Downlead QA Documents

i Load Project \ -

@)

BEENR—:P3
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- NILEGEFER-YITI0—=127 REEFLIEDNAS ug

- JSRIRFEEDNATARK GEEL mg/mL)

« GeneArt Strings DNA Fragments : JE#£§2 1€ DNA >200 ng

« B Fa—7 (96T TL—MARLAIEE. CHEZEDSSIIEAMRKESICTIKEE)
« BRCBEMNTET LIRS LIBICHE. ET FEBAITHHEE,

EER—:
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