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Isolation prior to reprogramming with CTS™ CytoTune ™-iPS
2.1 Sendali Reprogramming Kit. Positive selection binds T
cells to magnetic beads to remove them from solution.
Negative selection binds all other cell types, leaving only T
cells in suspension. All donors under both methods showed
high purity isolations. These T cells were reprogrammed and
characterized to show pluripotency, as well as Immune
repertoire and HLA typing.

In this study, gPCR and next generation sequencing tools are
utilized for the comparison and thorough characterization of
TCR and HLA in iPSCs derived from Fibroblast, PBMC and T
cells. The parental lines and iPSC clones that were subjected
to comprehensive characterization to confirm pluripotency
were used for downstream molecular characterization. Since
reprogramming is carried out from a heterogeneous population
of T cells, it is important to understand the parental cell type.
Next Generation Sequencing-based Immune Repertoire was
used to generate high-throughput sequencing data of TCRf

« TCR sequencing and HLA typing are necessary for
40959 clones, LCF:0.0048 autologous and allogeneic cell therapies. TCR sequencing
\ ' requires methods like NGS or other high throughput
sequencing methods. HLA typing may either be done by
gPCR or NGS, however, gPCR is much faster and more
cost-effective to perform.
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b) Table of TCRB sequencing results from Donor T cells.
Donors have a high number of clones and relatively low
largest clone frequencies.

Two rounds of sequencing were performed on T431-13 from
different cultures. Although different sequences were
present, the top 3 sequences remained the same.

MATERIALS AND METHODS

The Oncomine TCR Beta-LR Assay uses a TCR[( primer

panel to amplify the TCR[P loci prior to Next Generation C)
Sequencing (NGS). This assay was performed using gDNA

Isolated from TiIPSC colonies.

All materials were from Thermo Fisher Scientific unless otherwise
stated . Procedures were carried out as per manufacturer’s
Instructions.
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