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Pastrana, Benjamin A. Garcia, Christopher B. Buck, Matthew D. 

Weitzman, Alison A. McBride

mBio. 2021 Feb 16; 12(1): e03274-20

https://journals.asm.org/doi/10.1128/mBio.03274-20

Comprehensive map of the artemisia annua proteome 
and quantification of differential protein expression 
in chemotypes producing high versus low content of 
artemisinin
Minghui Chen, Tingxiang Yan, Liyun Ji, Yu Dong, Simone Sidoli, 

Zuofei Yuan, Chunlin Cai, Jiwei Chen, Yueli Tang, Qian Shen, 

Qifang Pan, Xueqing Fu, Xin Ku, Lujian Liao, Benjamin A. Garcia, 

Wei Yan, Kexuan Tang

Proteomics 2020, 20, 1900310.

https://analyticalsciencejournals.onlinelibrary.wiley.com/

doi/10.1002/pmic.201900310

Data-independent acquisition-based quantitative 
proteomics analysis reveals dynamic network profiles 
during the macrophage inflammatory response
Lei Li, Li Chen, Xinya Lu, Chenyang Huang, Haihua Luo, Jingmiao 

Jin, Zhuzhong Mei, Jinghua Liu, Cuiting Liu, Junmin Shi, Peng 

Chen, Yong Jiang

Proteomics 2020, 20, 1900203.
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Application of wide selected-ion monitoring data-
independent acquisition to identify tomato fruit 
proteins regulated by the CUTIN DEFICIENT2 
transcription factor
Laetitia B. B. Martin, Robert W. Sherwood, Joshua J. Nicklay, 

Yong Yang, Tara L. Muratore-Schroeder, Elizabeth T. Anderson, 

Theodore W. Thannhauser, Jocelyn K.C. Rose, Sheng Zhang 

Proteomics, 16: 2081–2094, 2016.

https://analyticalsciencejournals.onlinelibrary.wiley.com/

doi/10.1002/pmic.201500450

Improved profiling of low molecular weight serum 
proteome for gastric carcinoma by data-independent 
acquisition
Weifeng Li, Mengna Li, Xiaoli Zhang, Siqin Yue, Yun Xu, Wenjing 

Jian, Yin Qin, Lin Lin, Wenlan Liu

Analytical and Bioanalytical Chemistry (2022).

https://link.springer.com/article/10.1007/s00216-022-04196-z

Quantitation of single and combinatorial histone 
modifications by integrated chromatography of 
bottom-up peptides and middle-down polypeptide 
tails 
Kevin A. Janssen, Mariel Coradin, Congcong Lu, Simone Sidoli, 

Benjamin A. Garcia

Journal of The American Society for Mass Spectrometry,  

Volume 30, Pages 2449–2459 (2019).

https://link.springer.com/article/10.1007/s13361-019-02303-6

Dynamic 3D proteomes reveal protein functional 
alterations at high resolution in situ 
Valentina Cappelletti, Thomas Hauser, Ilaria Piazza, Monika 

Pepelnjak, Liliana Malinovska, Tobias Fuhrer, Yaozong Li, 

Christian Dörig, Paul Boersema, Ludovic Gillet, Jan Grossbach, 

Aurelien Dugourd, Julio Saez-Rodriguez, Andreas Beyer, Nicola 

Zamboni, Amedeo Caflisch, Natalie de Souza, Paola Picotti

Cell, Volume 184, Issue 2, 2021, Pages 545–559.e22.

https://www.sciencedirect.com/science/article/pii/

S0092867420316913

Longitudinal plasma proteomics analysis reveals novel 
candidate biomarkers in acute COVID-19
Yassene Mohammed, David R. Goodlett, Matthew P. Cheng, 

Donald C. Vinh, Todd C. Lee, Allison Mcgeer, David Sweet, Karen 

Tran, Terry Lee, Srinivas Murthy, John H. Boyd, Joel Singer,  

Keith R. Walley, David M. Patrick, Curtis Quan, Sara Ismail, 

Laetitia Amar, Aditya Pal, Rayhaan Bassawon, Lara Fesdekjian, 

Karine Gou, Francois Lamontagne, John Marshall, Greg Haljan, 

Robert Fowler, Brent W. Winston, James A. Russell, ARBs 

CORONA I

Journal of Proteome Research 2022, 21, 4, 975–992.

https://pubs.acs.org/doi/10.1021/acs.jproteome.1c00863

Data-independent-acquisition-based proteomic 
approach towards understanding the acclimation 
strategy of oleaginous microalga microchloropsis 
gaditana CCMP526 in hypersaline conditions
Anbarasu Karthikaichamy, John Beardall, Ross Coppel,  

Santosh Noronha, Dieter Bulach, Ralf B. Schittenhelm,  

Sanjeeva Srivastava

ACS Omega 2021, 6, 34, 22151–22164.

https://pubs.acs.org/doi/10.1021/acsomega.1c02786

Study of differential proteomics in granulosa cells of 
premature ovarian insufficiency (POI) and the roles and 
mechanism of RAC1 in granulosa cells
Qing-yan Zhang, Xin Li, Xing-yu Zhou, Ying Li, Jun Zhang,  

Xiao-fei Zhang, Yu-dong Liu, Ying-xue Chen, Xiao-min Wu,  

Lin-zi Ma, Xin Chen, Shi-ling Chen

Molecular and Cellular Endocrinology, Volume 555, 2022, 111719.

https://www.sciencedirect.com/science/article/pii/

S0303720722001678

High-throughput and integrated chemical proteomic 
approach for profiling phosphotyrosine signaling 
complexes
Qian Kong, Peiwu Huang, Bizhu Chu, Mi Ke, Wendong Chen, 

Zhendong Zheng, Shanping Ji, Zongwei Cai, Pengfei Li,  

Ruijun Tian

Analytical Chemistry 2020, 92, 13, 8933–8942.
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Data dependent–independent acquisition (DDIA) 
proteomics 
Shenheng Guan, Paul P. Taylor, Ziwei Han, Michael F. Moran,  

Bin Ma 

Journal of Proteome Research 2020, 19, 8, 3230–3237.

https://pubs.acs.org/doi/10.1021/acs.jproteome.0c00186

Altered protein dynamics and increased aggregation 
of human γS-crystallin due to cataract-associated 
deamidations
Heather M. Forsythe, Calvin J. Vetter, Kayla Ann Jara, Patrick N. 

Reardon, Larry L. David, Elisar J. Barbar, and Kirsten J. Lampi

Biochemistry 2019, 58, 40, 4112–4124.

https://pubs.acs.org/doi/10.1021/acs.biochem.9b00593

Data-independent acquisition mass spectrometry 
to quantify protein levels in FFPE tumor biopsies for 
molecular diagnostics
Yeoun Jin Kim, Steve M. M. Sweet, Jarrett D. Egertson, Andrew J.  

Sedgewick, Sunghee Woo, Wei-li Liao, Gennifer E. Merrihew, 

Brian C. Searle, Charlie Vaske, Robert Heaton, Michael J. 

MacCoss, Todd Hembrough

Journal of Proteome Research 2019, 18, 1, 426–435.

https://pubs.acs.org/doi/10.1021/acs.jproteome.8b00699

HYPERsol: high-quality data from archival FFPE tissue 
for clinical proteomics
Dylan M. Marchione, Ilyana Ilieva, Kyle Devins, Danielle Sharpe, 

Darryl J. Pappin, Benjamin A. Garcia, John P. Wilson, John B. 

Wojcik

Journal of Proteome Research 2020, 19, 2, 973–983.

https://pubs.acs.org/doi/10.1021/acs.jproteome.9b00686

Multiplexed quantification for data-independent 
acquisition
Catherine E. Minogue, Alexander S. Hebert, Jarred W. Rensvold, 

Michael S. Westphall, David J. Pagliarini, Joshua J. Coon

Analytical Chemistry 2015, 87, 5, 2570–2575

https://pubs.acs.org/doi/10.1021/ac503593d

Proteomic analysis of methanococcus voltae grown 
in the presence of mineral and nonmineral sources of 
iron and sulfur
Katherine F. Steward, Devon Payne, Will Kincannon, Christina 

Johnson, Malachi Lensing, Hunter Fausset, Brigitta Németh, Eric 

M. Shepard, William E. Broderick, Joan B. Broderick, Jen Dubois, 

Brian Bothner

Microbiol Spectr. 2022 Jul 25; e0189322.

https://journals.asm.org/doi/10.1128/spectrum.01893-22

Identification of carcinogenesis and tumor progression 
processes in pancreatic ductal adenocarcinoma using 
high-throughput proteomics
Trilla-Fuertes, Lucía, Angelo Gámez-Pozo, María Isabel 

Lumbreras-Herrera, Rocío López-Vacas, Victoria Heredia-Soto, 

Ismael Ghanem, Elena López-Camacho, Andrea Zapater-Moros, 

María Miguel, Eva M. Peña-Burgos, Elena Palacios, Marta De 

Uribe, Laura Guerra, Antje Dittmann, Marta Mendiola, Juan Ángel 

Fresno Vara, Jaime Feliu

Cancers 14, No. 10: 2414, 2022.

https://www.mdpi.com/2072-6694/14/10/2414/htm

Immune responses to multi-frequencies of 1.5 GHz and 
4.3 GHz microwave exposure in rats: transcriptomic 
and proteomic analysis
Zhao, Li, Chuanfu Yao, Hui Wang, Ji Dong, Jing Zhang, Xinping 

Xu, Haoyu Wang, Binwei Yao, Ke Ren, Liu Sun, and Ruiyun Peng

International Journal of Molecular Sciences 23, No. 13: 6949, 

2022.

https://www.mdpi.com/1422-0067/23/13/6949/htm

Serum KLKB1 as a potential prognostic biomarker for 
hepatocellular carcinoma based on data-independent 
acquisition and parallel reaction monitoring
Che YQ, Zhang Y, Li HB, Shen D, Cui W.

J Hepatocell Carcinoma. 2021; 8:1241-1252.

https://www.dovepress.com/serum-klkb1-as-a-potential-

prognostic-biomarker-for-hepatocellular-car-peer-reviewed-

fulltext-article-JHC
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Granulocyte-colony stimulating factor reduces 
cocaine-seeking and downregulates glutamatergic 
synaptic proteins in medial prefrontal cortex
Rebecca S. Hofford, Tanner J. Euston, Rashaun S. Wilson, 

Katherine R. Meckel, Emily G. Peck, Arthur Godino, Joseph A. 

Landry, Erin S. Calipari, TuKiet T. Lam, Drew D. Kiraly

The Journal of Neuroscience, February 17, 2021, 41(7): 1553–1565.

https://www.jneurosci.org/content/41/7/1553

Data independent acquisition-mass spectrometry 
(DIA-MS)-based comprehensive profiling of bone 
metastatic cancers revealed molecular fingerprints to 
assist clinical classifications for bone metastasis of 
unknown primary (BMUP)
Xin Ku, Chunlin Cai, Yan Xu, Su Chen, Zhenhua Zhou, Jianru 

Xiao, Wei Yan 

Transl Cancer Res. 2020 Apr; 9(4): 2390–2401.

https://tcr.amegroups.com/article/view/37361/html

One minute analysis of 200 histone posttranslational 
modifications by direct injection mass spectrometry
Simone Sidoli, Yekaterina Kori, Mariana Lopes, Zuo-Fei Yuan, 

Hee Jong Kim, Katarzyna Kulej, Kevin A. Janssen, Laura M. 

Agosto, Julia Pinheiro Chagas da Cunha, Andrew J. Andrews and 

Benjamin A. Garcia

Genome Res. 2019. 29: 978–987.

https://genome.cshlp.org/content/29/6/978.full

Multi-omic profiling of histone variant H3.3 lysine 27 
methylation reveals a distinct role from canonical H3 in 
stem cell differentiation
Yekaterina Kori, Peder J. Lund, Matteo Trovato, Simone Sidoli, 

Zuo-Fei Yuan, Kyung-Min Noh, Benjamin A. Garcia

Mol Omics. 2022 May 11; 18(4): 296–314.

https://pubs.rsc.org/en/content/articlelanding/2022/mo/

d1mo00352f/unauth

DirectMS1Quant: ultrafast quantitative proteomics  
with MS/MS-free mass spectrometry
Mark V. Ivanov, Julia A. Bubis, Vladimir Gorshkov, Irina A. 

Tarasova, Lev I. Levitsky, Elizaveta M. Solovyeva, Anastasiya V. 

Lipatova, Frank Kjeldsen, Mikhail V. Gorshkov

Analytical Chemistry 2022.

https://pubs.acs.org/doi/10.1021/acs.analchem.2c02255

Pursuing diabetic nephropathy through aqueous 
humor proteomics analysis
Huan Chen, Tan Wang, Erqian Wang, Ningning Li, Hanyi Min

Oxidative Medicine and Cellular Longevity, Volume 2022 (2022), 

Article ID 5945828, 10 pages.

https://www.hindawi.com/journals/omcl/2022/5945828/

Tbc1d10c is a selective, constitutive suppressor of the 
CD8 T-cell anti-tumor response 
Adrienne O. Cohen, Seung-Hyun Woo, Junya Zhang, Jiyoon Cho, 

Marlon E. Ruiz, Jianli Gong, Rong Du, Olga Yarygina, Danya Z. 

Jafri, Michael A. Bachelor, Michael O. Finlayson, Rajesh K. Soni, 

Matthew S. Hayden, David M. Owens

OncoImmunology, Volume 11, 2022, Issue 1.

https://www.tandfonline.com/doi/full/10.1080/216240

2X.2022.2141011

Epiproteomic landscape and histone code of 
cutaneous T-cell lymphoma/Sézary syndrome 
Ozlem Onder, Ph.D. MSc, Rui Wu, M.D. Ph.D., Maria Wysocka, 

Ph.D., Paul L. Haun, M.D., Ellen Kim, M.D., Benjamin A. Garcia, 

Ph.D., David Bahler, M.D., Alain Rook, M.D., Megan S. Lim, M.D., 

Ph.D., Kojo S.J. Elenitoba-Johnson, M.D.

Blood (2018) 132 (Supplement 1): 780. 

https://ashpublications.org/blood/article/132/Supplement%20

1/780/266022/Epiproteomic-Landscape-and-Histone-Code-

of?searchresult=1

High dairy products intake modifies the correlation 
between α-tocopherol levels and serum proteins 
related to lipid metabolism in subjects at risk of type 2 
diabetes
Atena Mahdavi, Mickael Leclercq, Antoine Bodein, Clarisse Gotti, 

Karine Greffard, Jean-François Bilodeau, Arnaud Droit, Michel 

Lebel, Iwona Rudkowska

Journal of Functional Foods, Volume 100, 2023.

https://www.sciencedirect.com/science/article/pii/

S1756464622004455

A comprehensive dynamic immune acetylproteomics 
profiling induced by Puccinia polysora in maize
Jianfei Guo, Zhigang Ma, Ce Deng, Junqiang Ding, Yuxiao Chang

BMC Plant Biology, Volume 22, Article number: 610 (2022).
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Proteomic portrait of human lymphoma reveals protein 
molecular fingerprint of disease specific subtypes and 
progression
Xin Ku, Jinghan Wang, Haikuo Li, Chen Meng, Fang Yu, Wenjuan 

Yu, Zhongqi Li, Ziqi Zhou, Can Zhang, Ying Hua, Wei Yan, Jie Jin

Phenomics (2022).
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The biological effects of compound microwave 
exposure with 2.8 GHz and 9.3 GHz on immune 
system: transcriptomic and proteomic analysis
Yao, Chuanfu, Hui Wang, Liu Sun, Ke Ren, Ji Dong, Haoyu Wang, 

Jing Zhang, Xinping Xu, Binwei Yao, Hongmei Zhou, Li Zhao, 

Ruiyun Peng
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