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chemotherapeutic efficacy by regulating the unfolded 
protein response
Ying Zhang, Dezhi Kong, Han Han, YongJun Cao, HongXuan 

Zhu, Guozhen Cui 

Food and Chemical Toxicology, Volume 159, 2022, 112770. 

https://www.sciencedirect.com/science/article/pii/

S0278691521008036

Quantitative subcellular acyl-CoA analysis reveals 
distinct nuclear metabolism and isoleucine-dependent 
histone propionylation
Sophie Trefely, Katharina Huber, Joyce Liu, Michael Noji, 

Stephanie Stransky, Jay Singh, Mary T. Doan, Claudia D. Lovell, 

Eliana von Krusenstiern, Helen Jiang, Anna Bostwick, Hannah L. 

Pepper, Luke Izzo, Steven Zhao, Jimmy P. Xu, Kenneth C. Bedi,  

J. Eduardo Rame, Juliane G. Bogner-Strauss, Clementina 

Mesaros, Simone Sidoli, Kathryn E. Wellen, Nathaniel W. Snyder

Molecular Cell, Volume 82, Issue 2, 2022, Pages 447-462.e6.

https://www.sciencedirect.com/science/article/pii/

S1097276521009564

Formation of resting cells is accompanied with 
enrichment of ferritin in marine diatom Phaeodactylum 
tricornutum
Xuehua Liu, Lijun Wang, Songcui Wu, Lu Zhou, Shan Gao,  

Xiujun Xie, Lepu Wang, Wenhui Gu, Guangce Wang

Algal Research, Volume 61, 2022, 102567.

https://www.sciencedirect.com/science/article/pii/

S2211926421003866

Isoform-resolved correlation analysis between mRNA 
abundance regulation and protein level degradation
Barbora Salovska Hongwen Zhu Tejas Gandhi Max Frank 

Wenxue Li George Rosenberger Chongde Wu Pierre-Luc 

Germain Hu Zhou Zdenek Hodny Lukas Reiter Yansheng Liu

Molecular Systems Biology (2020)16: e9170.

https://www.embopress.org/doi/full/10.15252/msb.20199170
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R2-P2 rapid-robotic phosphoproteomics enables 
multidimensional cell signaling studies
Mario Leutert Ricard A Rodríguez-Mias Noelle K Fukuda Judit 

Villén 

Molecular Systems Biology (2019)15: e9021. 

https://www.embopress.org/doi/full/10.15252/msb.20199021

Comparative proteomics analysis reveals the 
molecular mechanism of enhanced cold tolerance 
through ROS scavenging in winter rapeseed (Brassica 
napus L.)
Wenbo Mi, Zigang Liu, Jiaojiao Jin, Xiaoyun Dong, Chunmei Xu, 

Ya Zou, Mingxia Xu, Guoqiang Zheng, Xiaodong Cao, Xinling 

Fang, Caixia Zhao, Chao Mi

PLOS ONE 16(1): e0243292 2021.

https://journals.plos.org/plosone/article?id=10.1371/journal.

pone.0243292

Transcriptomic, proteomic, metabolomic, and 
functional genomic approaches of Brassica napus L. 
during salt stress
Jiabin Shu, Xiao Ma, Hua Ma, Qiurong Huang, Ye Zhang,  

Mei Guan, Chunyun Guan

PLOS ONE 17(3): e0262587 2022.

https://journals.plos.org/plosone/article?id=10.1371/journal.

pone.0262587

Cross-compartment signal propagation in the mitotic 
exit network
Xiaoxue Zhou, Wenxue Li, Yansheng Liu, Angelika Amon

eLife 10:e63645., 2021.

https://elifesciences.org/articles/63645

Proteome analysis of urinary biomarkers in a bovine 
IRBP-induced uveitis rat model via data-independent 
acquisition and parallel reaction monitoring 
proteomics
Qin Weiwei, Qin Xuyan, Li Lujun, Gao Youhe

Frontiers in Molecular Biosciences, 9, 2022.

https://www.frontiersin.org/article/10.3389/fmolb.2022.831632

Brain proteomic profiling in intractable epilepsy 
caused by TSC1 Truncating mutations: a small sample 
study
Liu Yi-Dan, Ma Meng-Yu, Hu Xi-Bin, Yan Huan, Zhang Yan-Ke, 

Yang Hao-Xiang, Feng Jing-Hui, Wang Lin, Zhang Hao, Zhang 

Bin, Li Qiu-Bo, Zhang Jun-Chen, Kong Qing-Xia

Frontiers in Neurology, 11, 2020.

https://www.frontiersin.org/article/10.3389/fneur.2020.00475

Cerebrospinal fluid-derived microvesicles from 
sleeping sickness patients alter protein expression  
in human astrocytes
Dozio Vito, Lejon Veerle, Mumba Ngoyi Dieudonné, Büscher 

Philippe, Sanchez Jean-Charles, Tiberti Natalia

Frontiers in Cellular and Infection Microbiology, 9, 2019.

https://www.frontiersin.org/article/10.3389/fcimb.2019.00391

Multifaceted stoichiometry control of bacterial operons 
revealed by deep proteome quantification
Zhao Jing, Zhang Hong, Qin Bo, Nikolay Rainer, He Qing-Yu, 

Spahn Christian M.T., Zhang Gong

Frontiers in Genetics 10, 2019.

https://www.frontiersin.org/article/10.3389/fgene.2019.00473

Impact of the glycemic level on the salivary proteome 
of middle-aged and elderly people with type 2 
diabetes mellitus: an observational study
Jia Shu Yuan, Zhang Yan Ling, Sun Xiang Yu, Yuan Chao, Zheng 

Shu Guo 

Frontiers in Molecular Biosciences 8, 2021. 

https://www.frontiersin.org/article/10.3389/fmolb.2021.790091

A combined transcriptomic and proteomic approach 
to reveal the effect of mogroside V on OVA-induced 
pulmonary inflammation in mice
Dou Tong, Wang Juan, Liu Yisa, Jia Jiangang, Zhou Luwei, 

Liu Guoxiang, Li Xiaojuan, Han Mengjie, Lin Jiaxun, Huang 

Fengxiang, Chen Xu

Frontiers in Immunology 13, 2022.

https://www.frontiersin.org/article/10.3389/fimmu.2022.800143
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Protein phosphorylation changes during systemic 
acquired resistance in Arabidopsis thaliana
Zhou Qingfeng, Meng Qi, Tan Xiaomin, Ding Wei, Ma Kang,  

Xu Ziqin, Huang Xuan, Gao Hang 

Frontiers in Plant Science 12, 2021. 

https://www.frontiersin.org/article/10.3389/fpls.2021.748287

Molecular characterization of advanced colorectal 
cancer using serum proteomics and metabolomics
Rao Jun, Wan Xianghui, Tou Fangfang, He Qinsi, Xiong Aihua, 

Chen Xinyi, Cui Wenhao, Zheng Zhi 

Frontiers in Molecular Biosciences 8, 2021. 

https://www.frontiersin.org/article/10.3389/fmolb.2021.687229

Comparative proteomic analysis reveals the ascorbate 
peroxidase-mediated plant resistance to Verticillium 
dahliae in Gossypium barbadense
Lu Tianxin, Zhu Liping, Liang Yuxuan, Wang Fei, Cao Aiping,  

Xie Shuangquan, Chen Xifeng, Shen Haitao, Wang Beini, Hu Man,  

Li Rong, Jin Xiang, Li Hongbin

Frontiers in Plant Science 13, 2022.

https://www.frontiersin.org/article/10.3389/fpls.2022.877146

Human cerebral cortex proteome of fragile 
X-associated tremor/ataxia syndrome
Holm Katharine Nichole, Herren Anthony W., Taylor Sandra L., 

Randol Jamie L., Kim Kyoungmi, Espinal Glenda, Martínez-

Cerdeño Verónica, Pessah Isaac N., Hagerman Randi J., 

Hagerman Paul J.

Frontiers in Molecular Biosciences 7, 2021.

https://www.frontiersin.org/article/10.3389/fmolb.2020.600840

Comparative transcriptomics and proteomics analyses 
of leaves reveals a freezing stress-responsive 
molecular network in winter rapeseed (Brassica rapa L.)
Wei Jiaping, Zheng Guoqiang, Yu Xingwang, Liu Sushuang,  

Dong Xiaoyun, Cao Xiaodong, Fang Xinling, Li Hui, Jin Jiaojiao,  

Mi Wenbo, Liu Zigang

Frontiers in Plant Science 12, 2021.

https://www.frontiersin.org/article/10.3389/fpls.2021.664311

Correlation analysis between trace elements and 
colorectal cancer metabolism by integrated serum 
proteome and metabolome
Zheng Zhi, Wei Qingfeng, Wan Xianghui, Zhong Xiaoming, Liu 

Lijuan, Zeng Jiquan, Mao Lihua, Han Xiaojian, Tou Fangfang,  

Rao Jun

Frontiers in Immunology 13, 2022.

https://www.frontiersin.org/article/10.3389/fimmu.2022.921317

A key silencing histone mark on chromatin is lost 
when colorectal adenocarcinoma cells are depleted of 
methionine by methionine γ-lyase
Raboni Samanta, Montalbano Serena, Stransky Stephanie, 

Garcia Benjamin A., Buschini Annamaria, Bettati Stefano, Sidoli 

Simone, Mozzarelli Andrea

Frontiers in Molecular Biosciences 8, 2021.

https://www.frontiersin.org/article/10.3389/fmolb.2021.735303

Comprehensive analysis of E3 ubiquitin ligases reveals 
ring finger protein 223 as a novel oncogene activated 
by klf4 in pancreatic cancer
Feng Lei, Wang Jieqing, Zhang Jianmin, Diao Jingfang, He 

Longguang, Fu Chaoyi, Liao Hui, Xu Xiaoping, Gao Yi, Zhou 

Chenjie

Frontiers in Cell and Developmental Biology 9, 2021.

https://www.frontiersin.org/articles/10.3389/fcell.2021.738709

Combined transcriptome and proteome analysis of 
anthers of al-type cytoplasmic male sterile line and its 
maintainer line reveals new insights into mechanism of 
male sterility in common wheat
Hao Miaomiao, Yang Wenlong, Li Tingdong, Shoaib Muhammad, 

Sun Jiazhu, Liu Dongcheng, Li Xin, Nie Yingbin, Tian Xiaoming, 

Zhang Aimin

Frontiers in Genetics 12, 2021.

https://www.frontiersin.org/articles/10.3389/fgene.2021.762332
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Mitochondrial Inorganic polyphosphate (polyP) is a 
potent regulator of mammalian bioenergetics in  
SH-SY5Y cells: a proteomics and metabolomics study
Guitart-Mampel Mariona, Urquiza Pedro, Carnevale Neto Fausto, 

Anderson James R., Hambardikar Vedangi, Scoma Ernest R., 

Merrihew Gennifer E., Wang Lu, MacCoss Michael J., Raftery 

Daniel, Peffers Mandy J., Solesio Maria E.

Frontiers in Cell and Developmental Biology 10, 2022.

https://www.frontiersin.org/articles/10.3389/fcell.2022.833127

Urinary proteomics analysis of active vitiligo patients: 
biomarkers for steroid treatment efficacy prediction 
and monitoring
Qian Yue-Tong, Liu Xiao-Yan, Sun Hai-Dan, Xu Ji-Yu, Sun  

Jia-Meng, Liu Wei, Chen Tian, Liu Jia- Wei, Tan Yan, Sun Wei,  

Ma Dong-Lai

Frontiers in Molecular Biosciences 9, 2022. 

https://www.frontiersin.org/articles/10.3389/fmolb.2022.761562

Effects of multispecies probiotic on intestinal 
microbiota and mucosal barrier function of neonatal 
calves infected with e. coli K99
Wu Yanyan, Nie Cunxi, Luo Ruiqing, Qi Fenghua, Bai Xue, Chen 

Hongli, Niu Junli, Chen Chen, Zhang Wenju

Frontiers in Microbiology 12, 2022. 

https://www.frontiersin.org/articles/10.3389/fmicb.2021.813245

Multi-omic profiling of multi-biosamples reveals the 
role of amino acid and nucleotide metabolism in 
endometrial cancer
Yi Runqiu, Xie Liying, Wang Xiaoqing, Shen Chengpin, Chen 

Xiaojun, Qiao Liang 

Frontiers in Oncology 12, 2022. 

https://www.frontiersin.org/articles/10.3389/fonc.2022.861142

A proteome-level investigation into plasmodiophora 
brassicae resistance in brassica napus canola  
(BoxCar DIA)
Adhikary Dinesh, Mehta Devang, Uhrig R. Glen, Rahman Habibur, 

Kav Nat N.V. 

Frontiers in Plant Science 13, 2022. 

https://www.frontiersin.org/articles/10.3389/fpls.2022.860393

Proteomic analysis of human follicular fluid reveals the 
pharmacological mechanisms of the chinese patent 
drug kunling pill for improving diminished ovarian 
reserve
Haiyan Wang, Dan Cao, Meixian Wang, Yanbin Shi, Bowen Wei, 

Shiyuan Jiang, Yangyu Jiang, Hui Lian, Xiaoou Xue, Zhiqiang Ma, 

Jian Li

Evidence-Based Complementary and Alternative Medicine, 2022.

https://www.hindawi.com/journals/ecam/2022/5929694/

Transcriptomics coupled to proteomics reveals novel 
targets for the protective role of spermine in diabetic 
cardiomyopathy
Can Wei, Tao Song, Hui Yuan, Xiaoxue Li, Xinying Zhang, Xiao 

Liang, Ying Fan 

Oxidative Medicine and Cellular Longevity, 2022. 

https://www.hindawi.com/journals/omcl/2022/5909378/

The investigation of protein profile and meat quality 
in bovine longissimus thoracic frozen under different 
temperatures by data-independent acquisition (dia) 
strategy
Li, Xia, Shuyi Qian, Feng Huang, Kaimin Li, Yu Song, Jiqian Liu, 

Yujie Guo, Chunhui Zhang, Christophe Blecker

Foods 11, No. 12: 1791, 2022.

https://www.mdpi.com/2304-8158/11/12/1791/htm

Targeted quantification of the lysosomal proteome in 
complex samples
Mosen, Peter, Anne Sanner, Jasjot Singh, and Dominic Winter

Proteomes 9, No. 1: 4, 2021.

https://www.mdpi.com/2227-7382/9/1/4/htm

Narrow precursor mass range for DIA-MS enhances 
protein identification and quantification in Arabidopsis
Zhang, Huoming, Dalila Bensaddek

Life 11, No. 9: 982, 2021.

https://www.mdpi.com/2075-1729/11/9/982/htm
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Transcriptome and proteome analysis of oviposition- 
and spermatogenesis-related genes of Diaphorina citri
Hailin Li, Xiaoyun Wang, Xialin Zheng, Zishu Dong, Xiaolong Yi, 

Wen Lu 

Animal Gene, Volume 23, 2022, 200120. 

https://www.sciencedirect.com/science/article/pii/

S2352406521000105

Metabolic enzyme alterations and astrocyte 
dysfunction in a murine model of Alexander disease 
with severe reactive gliosis
Michael R. Heaven, Anthony W. Herren, Daniel L. Flint, Natasha 

L. Pacheco, Jiangtao Li, Alice Tang, Fatima Khan, James E. 

Goldman, Brett S. Phinney, Michelle L. Olsen

Molecular & Cellular Proteomics, Volume 21, Issue 1, 2022, 

100180.

https://www.sciencedirect.com/science/article/pii/

S1535947621001523

HDL proteome remodeling associates with COVID-19 
severity
Douglas Ricardo Souza Junior, Amanda Ribeiro Martins 

Silva, Livia Rosa-Fernandes, Lorenna Rocha Reis, Gabrielly 

Alexandria, Santosh D. Bhosale, Fabio de Rose Ghilardi, Talia 

Falcão Dalçóquio, Adriadne Justi Bertolin, José Carlos Nicolau, 

Claudio R.F. Marinho, Carsten Wrenger, Martin R. Larsen, Rinaldo 

Focaccia Siciliano, Paolo Di Mascio, Giuseppe Palmisano, 

Graziella Eliza Ronsein

Journal of Clinical Lipidology, Volume 15, Issue 6, 2021,  

Pages 796–804.

https://www.sciencedirect.com/science/article/pii/

S1933287421002567

Physiological and proteomic analyses reveal effects of 
putrescine-alleviated aluminum toxicity in rice roots
Zhu Chunquan, Hu Wenjun, Cao Xiaochuang, Zhu Lianfeng,  

Kong Yali, Jin Qianyu, Shen Guoxin, Wang Weipeng, Zhang Hui, 

Zhang Junhua

Rice Science, Volume 28, Issue 6, 2021, Pages 579–593

https://www.sciencedirect.com/science/article/pii/

S1672630821000883

Proteogenomic characterization of pancreatic ductal 
adenocarcinoma
Liwei Cao, Chen Huang, Daniel Cui Zhou, Yingwei Hu, T. 

Mamie Lih, Sara R. Savage, Karsten Krug, David J. Clark, 

Michael Schnaubelt, Lijun Chen, Felipe da Veiga Leprevost, 

Rodrigo Vargas Eguez, Weiming Yang, Jianbo Pan, Bo Wen, 

Yongchao Dou, Wen Jiang, Yuxing Liao, Zhiao Shi, Nadezhda 

V. Terekhanova, Song Cao, Rita Jui-Hsien Lu, Yize Li, Ruiyang 

Liu, Houxiang Zhu, Peter Ronning, Yige Wu, Matthew A. 

Wyczalkowski, Hariharan Easwaran, Ludmila Danilova, Arvind 

Singh Mer, Seungyeul Yoo, Joshua M. Wang, Wenke Liu, 

Benjamin Haibe-Kains, Mathangi Thiagarajan, Scott D. Jewell, 

Galen Hostetter, Chelsea J. Newton, Qing Kay Li, Michael H. 

Roehrl, David Fenyö, Pei Wang, Alexey I. Nesvizhskii, D.R. Mani, 

Gilbert S. Omenn, Emily S. Boja, Mehdi Mesri, Ana I. Robles, 

Henry Rodriguez, Oliver F. Bathe, Daniel W. Chan, Ralph H. 

Hruban, Li Ding, Bing Zhang, Hui Zhang, Mitual Amin, Eunkyung 

An, Christina Ayad, Thomas Bauer, Chet Birger, Michael J. 

Birrer, Simina M. Boca, William Bocik, Melissa Borucki, Shuang 

Cai, Steven A. Carr, Sandra Cerda, Huan Chen, Steven Chen, 

David Chesla, Arul M. Chinnaiyan, Antonio Colaprico, Sandra 

Cottingham, Magdalena Derejska, Saravana M. Dhanasekaran, 

Marcin J. Domagalski, Brian J. Druker, Elizabeth Duffy, 

Maureen A. Dyer, Nathan J. Edwards, Matthew J. Ellis, Jennifer 

Eschbacher, Alicia Francis, Jesse Francis, Stacey Gabriel, Nikolay 

Gabrovski, Johanna Gardner, Gad Getz, Michael A. Gillette, 

Charles A. Goldthwaite, Pamela Grady, Shuai Guo, Pushpa 

Hariharan, Tara Hiltke, Barbara Hindenach, Katherine A. Hoadley, 

Jasmine Huang, Corbin D. Jones, Karen A. Ketchum, Christopher 

R. Kinsinger, Jennifer M. Koziak, Katarzyna Kusnierz, Tao Liu, 

Jiang Long, David Mallery, Sailaja Mareedu, Ronald Matteotti, 

Nicollette Maunganidze, Peter B. McGarvey, Parham Minoo, 

Oxana V. Paklina, Amanda G. Paulovich, Samuel H. Payne, Olga 

Potapova, Barbara Pruetz, Liqun Qi, Nancy Roche, Karin D. 

Rodland, Daniel C. Rohrer, EricE. Schadt, Alexey V. Shabunin, 

Troy Shelton, Yvonne Shutack, Shilpi Singh, Michael Smith, 

Richard D. Smith, Lori J. Sokoll, James Suh, Ratna R. Thangudu, 

Shirley X. Tsang, Ki Sung Um, Dana R. Valley, Negin Vatanian, 

Wenyi Wang, George D. Wilson, Maciej Wiznerowicz, Zhen 

Zhang, Grace Zhao
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Bioengineered miR-124-3p prodrug selectively alters 
the proteome of human carcinoma cells to control 
multiple cellular components and lung metastasis in 
vivo
Linglong Deng, Hannah Petrek, Mei-Juan Tu, Neelu Batra, Ai-Xi 

Yu, Ai-Ming Yu 

Acta Pharmaceutica Sinica B, Volume 11, Issue 12, 2021,  

Pages 3950–3965. 

https://www.sciencedirect.com/science/article/pii/

S2211383521002768

Secreted retrovirus-like GAG-domain-containing 
protein PEG10 is regulated by UBE3A and is involved in 
Angelman syndrome pathophysiology
Nikhil J. Pandya, Congwei Wang, Veronica Costa, Paul Lopatta, 

Sonja Meier, F. Isabella Zampeta, A. Mattijs Punt, Edwin Mientjes, 

Philip Grossen, Tania Distler, Manuel Tzouros, Yasmina Martí, 

Balazs Banfai, Christoph Patsch, Soren Rasmussen, Marius 

Hoener, Marco Berrera, Thomas Kremer, Tom Dunkley, Martin 

Ebeling, Ben Distel, Ype Elgersma, Ravi Jagasia

Cell Reports Medicine, Volume 2, Issue 8, 2021, 100360.

https://www.sciencedirect.com/science/article/pii/

S2666379121002093

Proteomic analysis of overweight/obesity and related 
abnormal glucose and lipid metabolism caused by 
phlegm-dampness retention
Jiayi Ma, Shuxian Sun, Cheng Ni, Lingru Li, Jing Xia, Houqin Li, 

Huirong Song, Xujun Heng, Dandan Hu, Yuanyuan Li

Journal of Traditional Chinese Medical Sciences, Volume 8,  

Issue 3, 2021, Pages 224–237.

https://www.sciencedirect.com/science/article/pii/

S209575482100051X

Extensive remodeling of the extracellular matrix during 
aging contributes to age-dependent impairments of 
muscle stem cell functionality
Svenja C. Schüler, Joanna M. Kirkpatrick, Manuel Schmidt, 

Deolinda Santinha, Philipp Koch, Simone Di Sanzo, Emilio Cirri, 

Martin Hemberg, Alessandro Ori, Julia von Maltzahn

Cell Reports, Volume 35, Issue 10, 2021, 109223.

https://www.sciencedirect.com/science/article/pii/
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A proteomic analysis of urine biomarkers in autism 
spectrum disorder
Yan Wang, Jishui Zhang, Wenqi Song, Xiaoyi Tian, Ying Liu, 

Yanfei Wang, Jie Ma, Chengbin Wang, Guangtao Yan

Journal of Proteomics, Volume 242, 2021, 104259.
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Urine proteome changes in a chronic unpredictable 
mild stress (CUMS) mouse model of major depressive 
disorder
Yuhang Huan, Jing Wei, Tong Su, Youhe Gao

Journal of Pharmaceutical and Biomedical Analysis, Volume 199, 

2021, 114064.

https://www.sciencedirect.com/science/article/pii/
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Proteomic analysis of body wall and coelomic fluid in 
Sipunculus nudus
Yupo Cao, Xuli Lu, Yaping Dai, Yahui Li, Fei Liu, Wei Zhou,  

Jihua Li, Baodong Zheng 

Fish & Shellfish Immunology, Volume 111, 2021, Pages 16–24. 

https://www.sciencedirect.com/science/article/pii/

S1050464821000127

Apolipoprotein A-I modulates HDL particle size in the 
absence of apolipoprotein A-II
John T. Melchior, Scott E. Street, Tomas Vaisar, Rachel Hart, Jay 

Jerome, Zsuzsanna Kuklenyik, Noemie Clouet-Foraison, Carissa 

Thornock, Shimpi Bedi, Amy S. Shah, Jere P. Segrest, Jay W. 

Heinecke, W. Sean Davidson

Journal of Lipid Research, Volume 62, 2021, 100099.

https://www.sciencedirect.com/science/article/pii/

S002222752100081X

Proteomic profiling of gastric signet ring cell 
carcinoma tissues reveals characteristic changes of 
the complement cascade pathway
Yang Fan, Bin Bai, Yuting Liang, Yan Ren, Yanxia Liu, Fenli Zhou, 

Xiaomin Lou, Jin Zi, Guixue Hou, Fei Chen, Qingchuan Zhao,  

Siqi Liu

Molecular & Cellular Proteomics, Volume 20, 2021, 100068.

https://www.sciencedirect.com/science/article/pii/

S1535947621000414

https://www.sciencedirect.com/science/article/pii/S2211383521002768
https://www.sciencedirect.com/science/article/pii/S2211383521002768
https://www.sciencedirect.com/science/article/pii/S2666379121002093
https://www.sciencedirect.com/science/article/pii/S2666379121002093
https://www.sciencedirect.com/science/article/pii/S209575482100051X
https://www.sciencedirect.com/science/article/pii/S209575482100051X
https://www.sciencedirect.com/science/article/pii/S221112472100574X
https://www.sciencedirect.com/science/article/pii/S221112472100574X
https://www.sciencedirect.com/science/article/pii/S1874391921001585
https://www.sciencedirect.com/science/article/pii/S1874391921001585
https://www.sciencedirect.com/science/article/pii/S0731708521001758
https://www.sciencedirect.com/science/article/pii/S0731708521001758
https://www.sciencedirect.com/science/article/pii/S1050464821000127
https://www.sciencedirect.com/science/article/pii/S1050464821000127
https://www.sciencedirect.com/science/article/pii/S002222752100081X
https://www.sciencedirect.com/science/article/pii/S002222752100081X
https://www.sciencedirect.com/science/article/pii/S1535947621000414
https://www.sciencedirect.com/science/article/pii/S1535947621000414


12

Proteome characterization of glaucoma aqueous 
humor
Xiaoyan Liu, Xiang Liu, Ying Wang, Haidan Sun, Zhengguang 

Guo, Xiaoyue Tang, Jing Li, Xiaolian Xiao, Shuxin Zheng, Mengxi 

Yu, Chengyan He, Jiyu Xu, Wei Sun

Molecular & Cellular Proteomics, Volume 20, 2021, 100117.

https://www.sciencedirect.com/science/article/pii/

S153594762100089X

Proteome analysis of rainbow trout (Oncorhynchus 
mykiss) liver responses to chronic heat stress using 
DIA/SWATH
Jinqiang Quan, Yujun Kang, Lanlan Li, Guiyan Zhao, Jun Sun, 

Zhe Liu 

Journal of Proteomics, Volume 233, 2021, 104079. 

https://www.sciencedirect.com/science/article/pii/

S1874391920304474

Effects of gonadotropin-releasing hormone analog 
(GnRHa) immunization on the gonadal transcriptome 
and proteome of tilapia (Oreochromis niloticus)
Rui Wang, Luting Wen, Huawei Ma, Min Lv, Zhong Chen, 

Xuesong Du, Yong Lin, Huizan Yang

Comparative Biochemistry and Physiology Part D: Genomics  

and Proteomics, Volume 37, 2021, 100780.

https://www.sciencedirect.com/science/article/pii/

S1744117X20301271

Global and site-specific effect of phosphorylation on 
protein turnover
Chongde Wu, Qian Ba, Dayun Lu, Wenxue Li, Barbora Salovska, 

Pingfu Hou, Torsten Mueller, George Rosenberger, Erli Gao, Yi Di, 

Hu Zhou, Eugenio F. Fornasiero, Yansheng Liu 

Developmental Cell, Volume 56, Issue 1, 2021, Pages 111–124.e6.

https://www.sciencedirect.com/science/article/pii/

S1534580720308753

Quantitative secretome analysis of polymyxin B 
resistance in escherichia coli
Dong-Hong Yang, Shiqin Liu, Linlin Cao, Yun-Dan Zheng,  

Jian-Fang Huang, Ruiguang Ge, Qing-Yu He, Xuesong Sun

Biochemical and Biophysical Research Communications,  

Volume 530, Issue 1, 2020, Pages 307–313.

https://www.sciencedirect.com/science/article/pii/

S0006291X20313917

 Mitochondrial proteomic analysis reveals that proteins 
relate to oxidoreductase activity play a central role in 
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brain microvascular endothelial cells
Vujić, Tatjana, Domitille Schvartz, Anton Iliuk, Jean-Charles 

Sanchez 

International Journal of Molecular Sciences 22, No. 10: 5065, 

2021. 

https://www.mdpi.com/1422-0067/22/10/5065/htm

Integrated proteomic and transcriptomic analysis of 
gonads reveal disruption of germ cell proliferation 
and division, and energy storage in glycogen in sterile 
triploid pacific oysters (Crassostrea gigas)
Chen, Chen, Hong Yu, Qi Li

Cells 10, No. 10: 2668, 2021.

https://www.mdpi.com/2073-4409/10/10/2668/htm

Key proteins and metabolic pathways involved in 
24-epibrasionlide improving drought tolerance of 
Rhododendron delavayi 
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