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Multiplexed data independent acquisition (MSX-DIA)
applied by high resolution mass spectrometry
improves quantification quality for the analysis of
histone peptides

Simone Sidoli, Rina Fujiwara, Benjamin A. Garcia

Proteomics 2016, 00, 1-11.

http://onlinelibrary.wiley.com/doi/10.1002/pmic.201500527/abstract;
jsessionid=AB5982DC50E7AF4316F00CC97265F1F2.f01t02

Detergent-insoluble proteome analysis revealed
aberrantly aggregated proteins in human preeclampsia
placentas

Wanling Zhang, Xing Chen, Zigi Yan, Yang Chen, Yizhi Cui,
Bingjun Chen, Chujun Huang, Weiwen Zhang, Xingfeng Yin, Qing-
Yu He, Fang He, Tong Wang

J. Proteome Res. 2017, 16, 12, 4468-4480.
http://pubs.acs.org/doi/10.1021/acs.jproteome.7b00352
MdFDIA: A mass defect based four-plex data-
independent acquisition strategy for proteome

quantification
Yi Di, Ying Zhang, Lei Zhang, Tao Tao, Haojie Lu

Anal. Chem., 2017, 89 (19), pp 10248-10255.

http://pubs.acs.org/doi/abs/10.1021/acs.analchem.7b01635?
journalCode=ancham

Comparative analyses of data independent acquisition
mass spectrometric approaches: DIA, WiSIM-DIA and
untargeted DIA

Frank Koopmans, Jenny T. C. Ho, August B. Smit, Ka Wan Li

PROTEOMICS, Volume 18, Issue 1, January 2018, 1700304.

http://onlinelibrary.wiley.com/doi/10.1002/pmic.201700304/full

DIA+: A data-independent acquisition method
combining multiple precursor charges to improve
peptide signal

Eva Borras, Eduard Sabido

Anal. Chem. 2018, 90, 21, 12339-12341.

https://pubs.acs.org/doi/10.1021/acs.analchem.8b03418

Histone serotonylation is a permissive modification
that enhances TFIID binding to H3K4me3

Lorna A. Farrelly, Robert E. Thompson, Shuai Zhao, Ashley E.
Lepack, Yang Lyu, Natarajan V. Bhanu, Baichao Zhang,
Yong-Hwee E. Loh, Aarthi Ramakrishnan, Krishna C. Vadodaria,
Kelly J. Heard, Galina Erikson, Tomoyoshi Nakadai, Ryan M.
Bastle, Bradley J. Lukasak, Henry Zebroski lll, Natalia Alenina,
Michael Bader, Olivier Berton, Robert G. Roeder, Henrik Molina,
Fred H. Gage, Li Shen, Benjamin A. Garcia, Haitao Li, Tom W.
Muir, lan Maze

Nature (2019).

https://www.nature.com/articles/s41586-019-1024-7
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The whole transcriptome and proteome changes in the
early stage of myocardial infarction

Yanfei Li, Cuiping Wang, Tingting Li, Linlin Ma, Fangzhou Fan,
Yueling Jin, Junwei Shen

Cell Death Discovery, Volume 5, Article number: 73 (2019).

https://www.nature.com/articles/s41420-019-0152-z

A programmed wave of uridylation-primed mRNA
degradation is essential for meiotic progression and
mammalian spermatogenesis

Marcos Morgan, Yuka Kabayama, Christian Much, Ivayla lvanova,
Monica Di Giacomo, Tatsiana Auchynnikava, Jack Michael
Monahan, Dimitrios Michael Vitsios, Lina Vasiliauskaite, Stefano
Comazzetto, Juri Rappsilber, Robin Campbell Allshire, Bo Torben
Porse, Anton James Enright & Dénal O’Carroll

Cell Research, Volume 29, Pages 221-232 (2019).

https://www.nature.com/articles/s41422-018-0128-1

Comparison of protein quantification in a complex
background by DIA and TMT workflows with fixed
instrument time

Jan Muntel, Joanna Kirkpatrick, Roland Bruderer, Ting Huang,
Olga Vitek, Alessandro Ori, Lukas Reiter

J. Proteome Res., 2019, 18 (3), pp 1340-1351.
https://pubs.acs.org/doi/10.1021/acs.jproteome.8b00898

Metastatic-niche labelling reveals parenchymal cells
with stem features

Luigi Ombrato, Emma Nolan, lvana Kurelac, Antranik Mavousian,
Victoria Louise Bridgeman, Ivonne Heinze, Probir Chakravarty,
Stuart Horswell, Estela Gonzalez-Gualda, Giulia Matacchione,
Anne Weston, Joanna Kirkpatrick, Ehab Husain, Valerie Speirs,
Lucy Collinson, Alessandro Ori, Joo-Hyeon Lee, llaria Malanchi

Nature, Volume 572, Pages 603-608 (2019).
https://www.nature.com/articles/s41586-019-1487-6
Quantitative photo-crosslinking mass spectrometry
revealing protein structure response to environmental

changes
Franze Muller, Andrea Graziadei, Juri Rappsilber

Anal. Chem. 2019, 91, 9041-9048.

https://pubs.acs.org/doi/10.1021/acs.analchem.9b01339

Wiskott-Aldrich syndrome protein forms nuclear
condensates and regulates alternative splicing (DIA)
Baolei Yuan, Xuan Zhou, Keiichiro Suzuki, Gerardo
Ramos-Mandujano, Mengge Wang, Muhammad Tehseen,
Lorena V. Cortés-Medina, James J. Moresco, Sarah Dunn,
Reyna Hernandez-Benitez, Tomoaki Hishida, Na Young Kim,
Manal M. Andijani, Chongwei Bi, Manching Ku, Yuta Takahashi,
Jinna Xu, Jinsong Qiu, Ling Huang, Christopher Benner,

Emi Aizawa, Jing Qu, Guang-Hui Liu, Zhongwei Li, Fei Yi,
Yanal Ghosheh, Changwei Shao, Maxim Shokhirev, Patrizia
Comoli, Francesco Frassoni, John R. Yates Ill, Xiang-Dong Fu,
Concepcion Rodriguez Esteban, Samir Hamdan, Mo Li, Juan
Carlos, Izpisua Belmonte

Nature Communications, Volume 13, Article number: 3646
(2022).

https://www.nature.com/articles/s41467-022-31220-8

Hypoxia shapes the immune landscape in lung injury
and promotes the persistence of inflammation

Ananda S. Mirchandani, Stephen J. Jenkins, Calum C. Bain,
Manuel A. Sanchez-Garcia, Hannah Lawson, Patricia Coelho,
Fiona Murphy, David M. Griffith, Ailiang Zhang, Tyler Morrison,
Tony Ly, Simone Arienti, Pranvera Sadiku, Emily R. Watts,
Rebecca. S. Dickinson, Leila Reyes, George Cooper, Sarah
Clark, David Lewis, Van Kelly, Christos Spanos, Kathryn M.
Musgrave, Liam Delaney, Isla Harper, Jonathan Scott, Nicholas J.
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Clare Pridans, Lara Campana, Philip Starkey Lewis, A. John
Simpson, David H. Dockrell, JUrgen Schwarze, Nikhil Hirani, Peter
J. Ratcliffe, Christopher W. Pugh, Kamil Kranc, Stuart J. Forbes,
Moira K. B. Whyte, Sarah R. Walmsley

Nature Immunology, Volume 23, Pages 927-939 (2022).
https://www.nature.com/articles/s41590-022-01216-z
ADH1C inhibits progression of colorectal cancer
through the ADH1C/PHGDH /PSAT1/serine metabolic
pathway

Sha Li, Hong Yang, Wan Li, Jin-yi Liu, Li-wen Ren, Yi-hui Yang,

Bin-bin Ge, Yi-zhi Zhang, Wei-qi Fu, Xiang-jin Zheng, Guan-hua
Du, Jin-Hua Wang

Acta Pharmacologica Sinica (2022).

https://www.nature.com/articles/s41401-022-00894-7
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Morphine-induced modulation of Nrf2-antioxidant
response element signaling pathway in primary human
brain microvascular endothelial cells

Sandrine Reymond, Tatjana Vuji¢, Domitille Schvartz,
Jean-Charles Sanchez

Scientific Reports, Volume 12, Article number: 4588 (2022).

https://www.nature.com/articles/s41598-022-08712-0

Stress vulnerability shapes disruption of motor cortical
neuroplasticity

Anne-Kathrin Gellner, Aileen Sitter, Michal Rackiewicz, Marc
Sylvester, Alexandra Philipsen, Andreas Zimmer, Valentin Stein

Translational Psychiatry, Volume 12, Article number: 91 (2022).

https://www.nature.com/articles/s41398-022-01855-8

Depletion of mitochondrial methionine
adenosyltransferase al triggers mitochondrial
dysfunction in alcohol-associated liver disease

Lucia Barbier-Torres, Ben Murray, Jin Won Yang, Jiachong

Wang, Michitaka Matsuda, Aaron Robinson, Aleksandra Binek,
Wei Fan, David Fernandez-Ramos, Fernando Lopitz-Otsoa, Maria
Luque-Urbano, Oscar Millet, Nirmala Mavila, Hui Peng, Komal
Ramani, Roberta Gottlieb, Zhaoli Sun, Suthat Liangpunsakul,
Ekihiro Seki, Jennifer E. Van Eyk, Jose M. Mato, Shelly C. Lu

Nature Communications, Volume 13, Article number: 557 (2022).

https://www.nature.com/articles/s41467-022-28201-2

Pyroptosis inhibition improves the symptom of acute
myocardial infarction

Weniju Liu, Junwei Shen, Yanfei Li, Jiawen Wu, Xiaoli Luo,
Yuanyuan Yu, Yuhan Zhang, Liang Gu, Xiaobai Zhang, Cizhong
Jiang, Jue Li

Cell Death & Disease, Volume 12, Article number: 852 (2021).
https://www.nature.com/articles/s41419-021-04143-3
Paraquat-induced cholesterol biosynthesis proteins
dysregulation in human brain microvascular

endothelial cells
Vuji¢ Tatjana, Schvartz Domitille, Sanchez Jean-Charles

Scientific Reports, Volume 11, Article number: 18137 (2021).

https://www.nature.com/articles/s41598-021-97175-w

MaxDIA enables library-based and library-free
data-independent acquisition proteomics

Pavel Sinitcyn, Hamid Hamzeiy, Favio Salinas Soto, Daniel
ltzhak, Frank McCarthy, Christoph Wichmann, Martin Steger,
Uli Ohmayer, Ute Distler, Stephanie Kaspar-Schoenefeld, Nikita
Prianichnikov, Sule Yilmaz, Jan Daniel Rudolph, Stefan Tenzer,
Yasset Perez-Riverol, Nagarjuna Nagaraj, Sean J. Humphrey,
Jurgen Cox

Nature Biotechnology, Volume 39, Pages 1563-1573 (2021).

https://www.nature.com/articles/s41587-021-00968-7

SARS-CoV-2 RNAemia and proteomic trajectories
inform prognostication in COVID-19 patients admitted
to intensive care

Clemens Gutmann, Kaloyan Takov, Sean A. Burnap, Bhawana
Singh, Hashim Ali, Konstantinos Theofilatos, Ella Reed, Maria
Hasman, Adam Nabeebaccus, Matthew Fish, Mark JW. McPhail,
Kevin O’Gallagher, Lukas E. Schmidt, Christian Cassel, Marieke
Rienks, Xiaoke Yin, Georg Auzinger, Salvatore Napoli, Salma F.
Muijib, Francesca Trovato, Barnaby Sanderson, Blair Merrick,
Umar Niazi, Mansoor Saqi, Konstantina Dimitrakopoulou, Rafael
Fernandez-Leiro, Silke Braun, Romy Kronstein-Wiedemann, Katie
J. Doores, Jonathan D. Edgeworth, Ajay M. Shah, Stefan R.
Bornstein, Torsten Tonn, Adrian C. Hayday, Mauro Giacca, Manu
Shankar-Hari, Manuel Mayr

Nature Communications, Volume 12, Article number: 3406 (2021).

https://www.nature.com/articles/s41467-021-23494-1

A data-independent acquisition-based global
phosphoproteomics system enables deep profiling
Reta Birhanu Kitata, Wai-Kok Choong, Chia-Feng Tsai, Pei-Yi Lin,
Bo-Shiun Chen, Yun-Chien Chang, Alexey |. Nesvizhskii, Ting-Yi
Sung, Yu-Ju Chen

Nature Communications, Volume 12, Article number: 2539 (2021).
https://www.nature.com/articles/s41467-021-22759-z

ACOX2 is a prognostic marker and impedes the
progression of hepatocellular carcinoma via PPARa
pathway

Qifan Zhang, Yunbin Zhang, Shibo Sun, Kai Wang, Jianping Qian,
Zhonglin Cui, Tao Tao, Jie Zhou

Cell Death & Disease, Volume 12, Article number: 15 (2021).

https://www.nature.com/articles/s41419-020-03291-2
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Quantitative shotgun proteome analysis by direct
infusion

Jesse G. Meyer, Natalie M. Niemi, David J. Pagliarini & Joshua J.
Coon

Nature Methods, Volume 17, Pages 1222-1228 (2020).

https://www.nature.com/articles/s41592-020-00999-z

Loss of metabolic plasticity underlies metformin
toxicity in aged Caenorhabditis elegans

Lilia Espada, Alexander Dakhovnik, Prerana Chaudhari, Asya
Martirosyan, Laura Miek, Tetiana Poliezhaieva, Yvonne Schaub,
Ashish Nair, Nadia Déring, Norman Rahnis, Oliver Werz, Andreas
Koeberle, Joanna Kirkpatrick, Alessandro Ori, Maria A. Ermolaeva

Nature Metabolism, Volume 2, Pages 1316-1331 (2020).

https://www.nature.com/articles/s42255-020-00307-1

Vulnerability of progeroid smooth muscle cells to
biomechanical forces is mediated by MMP13

Patricia R. Pitrez, Luis Estronca, Luis Miguel Monteiro, Guillem
Colell, Helena Vazao, Deolinda Santinha, Karim Harhouri,

Daniel Thornton, Claire Navarro, Anne-Laure Egesipe, Tania
Carvalho, Rodrigo L. Dos Santos, Nicolas Lévy, James C. Smith,
Jodo Pedro de Magalhaes, Alessandro Ori, Andreia Bernardo,
Annachiara De Sandre-Giovannoli, Xavier Nissan, Anna Rosell,
Lino Ferreira

Nature Communications, Volume 11, Article number: 4110 (2020).

https://www.nature.com/articles/s41467-020-17901-2

Metaproteomics characterizes human gut microbiome
function in colorectal cancer

Shuping Long, Yi Yang, Chengpin Shen, Yiwen Wang, Anmei
Deng, Qin Qin, Liang Qiao

npj Biofilms and Microbiomes, Volume 6, Article number: 14
(2020).

https://www.nature.com/articles/s41522-020-0123-4

ChromlD identifies the protein interactome at
chromatin marks

Rodrigo Villasefor, Ramon Pfaendler, Christina Ambrosi, Stefan
Butz, Sara Giuliani, Elana Bryan, Thomas W. Sheahan, Annika L.
Gable, Nina Schmolka, Massimiliano Manzo, Joél Wirz, Christian
Feller, Christian von Mering, Ruedi Aebersold, Philipp Voigt,
Tuncay Baubec

Nature Biotechnology, Volume 38, Pages 728-736 (2020).

https://www.nature.com/articles/s41587-020-0434-2

Comprehensive draft of the mouse embryonic
fibroblast lysosomal proteome by mass spectrometry
based proteomics

Srigayatri Ponnaiyan, Fatema Akter, Jasjot Singh, Dominic Winter

Scientific Data, Volume 7, Article number: 68 (2020).

https://www.nature.com/articles/s41597-020-0399-5

Metastatic-niche labelling reveals parenchymal cells
with stem features

Luigi Ombrato, Emma Nolan, lvana Kurelac, Antranik Mavousian,
Victoria Louise Bridgeman, Ivonne Heinze, Probir Chakravarty,
Stuart Horswell, Estela Gonzalez-Gualda, Giulia Matacchione,
Anne Weston, Joanna Kirkpatrick, Ehab Husain, Valerie Speirs,
Lucy Collinson, Alessandro Ori, Joo-Hyeon Lee, llaria Malanchi
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https://www.nature.com/articles/s41586-019-1487-6

The whole transcriptome and proteome changes in the
early stage of myocardial infarction

Yanfei Li, Cuiping Wang, Tingting Li, Linlin Ma, Fangzhou Fan,
Yueling Jin, Junwei Shen

Cell Death Discovery, Volume 5, Article number: 73 (2019).

https://www.nature.com/articles/s41420-019-0152-z

Metabolic responsiveness to training depends on
insulin sensitivity and protein content of exosomes in
insulin-resistant males

Maria Apostolopoulou, Lucia Mastrototaro, Sonja Hartwig,
Dominik Pesta, Klaus StraBburger, Elisabetta de Filippo, Tomas
Jelenik, Yanislava Karusheva, Sofiya Gancheva, Daniel Markgraf,
Christian Herder, K. Sreekumaran Nair, Andreas S. Reichert,
Stefan Lehr, Karsten Mussig, Hadi Al-Hasani, Julia Szendroedi,
Michael Roden

SCIENCE ADVANCES, 8 Oct 2021 Vol 7, Issue 41.

https://www.science.org/doi/10.1126/sciadv.abi9551

Deciphering key regulators of Inonotus hispidus
petroleum ether extract involved in anti-tumor through
whole transcriptome and proteome analysis in H22
tumor-bearing mice model

Zhijun Li, Haiying Bao

Journal of Ethnopharmacology, Volume 296, 2022, 115468.

https://www.sciencedirect.com/science/article/pii/
S0378874122005074
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Comprehensive proteomic analysis to elucidate the
anti-heat stress effects of nano-selenium in rainbow
trout (Oncorhynchus mykiss)

Lanlan Li, Zhe Liu, Jingiang Quan, Jun Sun, Junhao Lu, Guiyan
Zhao

Ecotoxicology and Environmental Safety, Volume 241, 2022,
113736.

https://www.sciencedirect.com/science/article/pii/
S0147651322005760

Modulation and proteomic changes on the heme
pathway following treatment with 5-aminolevulinic acid
Sara Sansaloni-Pastor, Emmanuel Varesio, Norbert Lange

Journal of Photochemistry and Photobiology B: Biology,
Volume 233, 2022, 112484.

https://www.sciencedirect.com/science/article/pii/
S1011134422000987

Inhibition of nuclear deacetylase sirtuin-1 induces
mitochondrial acetylation and calcium overload
leading to cell death

Yue Sun, Yan-Ming Yang, Yu-Yu Hu, Lan Ouyang, Zheng-Hua
Sun, Xing-Feng Yin, Nan Li, Qing-Yu He, Yang Wang

Redox Biology, Volume 53, 2022, 102334.

https://www.sciencedirect.com/science/article/pii/
S$2213231722001069

The heart-brain axis: a proteomics study of meditation
on the cardiovascular system of Tibetan monks

Ting Xue, Benjamin Chiao, Tianjiao Xu, Han Li, Kai Shi, Ying
Cheng, Yuan Shi, Xiaoli Guo, Shanbao Tong, Menglin Guo,

Soo Hong Chew, Richard P. Ebstein, Donghong Cui

eBioMedicine, Volume 80, 2022, 104026.

https://www.sciencedirect.com/science/article/pii/
S$2352396422002109

The crosstalk signals of sodium tanshinone 1A
sulfonate in rats with cerebral ischemic stroke: insights
from proteomics

Zheyi Wang, Yize Sun, Lihua Bian, Yiling Zhang, Yue Zhang,
Chunguo Wang, Jinzhou Tian, Tao Lu

Biomedicine & Pharmacotherapy, Volume 151, 2022, 113059.

https://www.sciencedirect.com/science/article/pii/
S0753332222004486

A data-independent acquisition (DIA)-based
quantification workflow for proteome analysis of
5000 cells

Na Jiang, Yan Gao, Jia Xu, Fengting Luo, Xiangyang Zhang,
Ruibing Chen

Journal of Pharmaceutical and Biomedical Analysis, Volume 216,
2022, 114795.

https://www.sciencedirect.com/science/article/pii/
S0731708522002163

Phosphoproteomics reveals that camel and goat milk
improve glucose homeostasis in HDF/STZ-induced
diabetic rats through activation of hepatic AMPK and
GSK3-GYS axis

Binsong Han, Lina Zhang, Yanmei Hou, Jinjing Zhong, Kasper
Hettinga, Peng Zhou

Food Research International, Volume 157, 2022, 111254.

https://www.sciencedirect.com/science/article/pii/
S0963996922003118

Comprehensive proteomic profiling of plasma and
serum phosphatidylserine-positive extracellular
vesicles reveals tissue-specific proteins

Satoshi Muraoka, Masayo Hirano, Junko Isoyama, Satoshi
Nagayama, Takeshi Tomonaga, Jun Adachi

iScience, Volume 25, Issue 4, 2022, 104012.

https://www.sciencedirect.com/science/article/pii/
$2589004222002826

MSSort-DIAXMBD: A deep learning classification tool
of the peptide precursors quantified by OpenSWATH
Yiming Li, Qingzu He, Huan Guo, Chuan-Qi Zhong, Xiang Li, Yulin
Li, Jiahuai Han, Jianwei Shuai

Journal of Proteomics, Volume 259, 2022, 104542.

https://www.sciencedirect.com/science/article/pii/
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96DRA-Urine: A high throughput sample preparation
method for urinary proteome analysis

Xiaoyue Tang, Xiaoping Xiao, Haidan Sun, Shuxin Zheng, Xiaolian
Xiao, Zhengguang Guo, Xiaoyan Liu, Wei Sun

Journal of Proteomics, Volume 257, 2022, 104529.

https://www.sciencedirect.com/science/article/pii/
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Whole-genome sequencing of Cryptococcus
podzolicus Y3 and data-independent acquisition-
based proteomic analysis during OTA degradation
Meilin Wei, Solairaj Dhanasekaran, Esa Abiso Godana, Qiya Yang,
Yuan Sui, Xiaoyun Zhang, Guillaume Legrand Ngolong Ngea,
Hongyin Zhang

Food Control, Volume 136, 2022, 108862.
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Proteomic identification of proliferation and progression
markers in human polycythemia vera stem and
progenitor cells

Ge Tan, Witold E. Wolski, Sandra Kummer, Mara Hofstetter,
Alexandre P.A. Theocharides, Markus G. Manz, Ruedi Aebersold,
Fabienne Meier-Abt
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Dynamic urine proteome changes in a rat model of
simvastatin-induced skeletal muscle injury

Jing Wei, Yuhang Huan, Zigi Heng, Chenyang Zhao, Lulu Jia,
Yuncui Yu, Youhe Gao

Journal of Proteomics, Volume 254, 2022, 104477.
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MAL2 mediates the formation of stable HER2 signaling
complexes within lipid raft-rich membrane protrusions
in breast cancer cells

Jaekwang Jeong, Jae Hun Shin, Wenxue Li, Jun Young Hong,
Jaechul Lim, Jae Yeon Hwang, Jean- Ju Chung, Qin Yan,
Yansheng Liu, Jungmin Choi, John Wysolmerski
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Caffeic acid phenethyl ester protects against
doxorubicin-induced cardiotoxicity and increases
chemotherapeutic efficacy by regulating the unfolded
protein response

Ying Zhang, Dezhi Kong, Han Han, YongJun Cao, HongXuan
Zhu, Guozhen Cui

Food and Chemical Toxicology, Volume 159, 2022, 112770.
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Quantitative subcellular acyl-CoA analysis reveals
distinct nuclear metabolism and isoleucine-dependent
histone propionylation
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Proteome characterization of glaucoma aqueous
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Guo, Xiaoyue Tang, Jing Li, Xiaolian Xiao, Shuxin Zheng, Mengxi
Yu, Chengyan He, Jiyu Xu, Wei Sun
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Proteome analysis of rainbow trout (Oncorhynchus

mykiss) liver responses to chronic heat stress using
DIA/SWATH

Jingiang Quan, Yujun Kang, Lanlan Li, Guiyan Zhao, Jun Sun,
Zhe Liu

Journal of Proteomics, Volume 233, 2021, 104079.

https://www.sciencedirect.com/science/article/pii/
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Effects of gonadotropin-releasing hormone analog
(GnRHa) immunization on the gonadal transcriptome
and proteome of tilapia (Oreochromis niloticus)

Rui Wang, Luting Wen, Huawei Ma, Min Lv, Zhong Chen,
Xuesong Du, Yong Lin, Huizan Yang

Comparative Biochemistry and Physiology Part D: Genomics
and Proteomics, Volume 37, 2021, 100780.

https://www.sciencedirect.com/science/article/pii/
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Global and site-specific effect of phosphorylation on
protein turnover

Chongde Wu, Qian Ba, Dayun Lu, Wenxue Li, Barbora Salovska,
Pingfu Hou, Torsten Mueller, George Rosenberger, Erli Gao, Yi Di,
Hu Zhou, Eugenio F. Fornasiero, Yansheng Liu

Developmental Cell, Volume 56, Issue 1, 2021, Pages 111-124.¢e6.
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Quantitative secretome analysis of polymyxin B
resistance in escherichia coli

Dong-Hong Yang, Shigin Liu, Linlin Cao, Yun-Dan Zheng,
Jian-Fang Huang, Ruiguang Ge, Qing-Yu He, Xuesong Sun

Biochemical and Biophysical Research Communications,
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Mitochondrial proteomic analysis reveals that proteins
relate to oxidoreductase activity play a central role in
pollen fertility in cotton

Hushuai Nie, Cheng Cheng, Jinping Hua

Journal of Proteomics, Volume 225, 2020, 103861.

https://www.sciencedirect.com/science/article/pii/
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Region-specific proteome changes of the intestinal
epithelium during aging and dietary restriction

Nadja Gebert, Chia-Wei Cheng, Joanna M. Kirkpatrick, Domenico
Di Fraia, Jina Yun, Patrick Schadel, Simona Pace, George B.
Garside, Oliver Werz, K. Lenhard Rudolph, Henri Jasper, Omer H.
Yilmaz, Alessandro Ori
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Integrating SWATH-MS proteomics and transcriptome
analysis identifies CHI3L1 as a plasma biomarker for
early gastric cancer

Li Min, Shengtao Zhu, Rui Wei, Yu Zhao, Si Liu, Peng Li, Shutian
Zhang

Molecular Therapy — Oncolytics, Volume 17, 2020, Pages 257-266.

https://www.sciencedirect.com/science/article/pii/
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Study of dimorphism transition mechanism of tremella
fuciformis based on comparative proteomics

Li, Yaxing, Haohao Tang, Weichao Zhao, Yang Yang, Xiaolu Fan,
Guanping Zhan, Jiahuan Li, Shujing Sun

Journal of Fungi 8, No. 3: 242, 2022.
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Global genomic and proteomic analysis identified
critical pathways modulated by proto-oncogene
PELP1 in TNBC

Liu, Zexuan, Kristin A. Altwegg, Junhao Liu, Susan T. Weintraub,
Yidong Chen, Zhao Lai, Gangadhara R. Sareddy, Suryavathi
Viswanadhapalli, Ratna K. Vadlamudi
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Ubiquinone metabolism and transcription HIF-1 targets
pathway are toxicity signature pathways present in
extracellular vesicles of paraquat-exposed human
brain microvascular endothelial cells

Vuji¢, Tatjana, Domitille Schvartz, Anton lliuk, Jean-Charles
Sanchez

International Journal of Molecular Sciences 22, No. 10: 5065,
2021.
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Integrated proteomic and transcriptomic analysis of
gonads reveal disruption of germ cell proliferation
and division, and energy storage in glycogen in sterile
triploid pacific oysters (Crassostrea gigas)

Chen, Chen, Hong Yu, Qi Li

Cells 10, No. 10: 2668, 2021.
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Key proteins and metabolic pathways involved in
24-epibrasionlide improving drought tolerance of
Rhododendron delavayi

Franch Cai, Yan-Fei, Lu Zhang, Lv-Chun Peng, Shi-Feng Li,
Jie Song, Wei-Jia Xie, Ji-Hua Wang

Horticulturae 7, No. 11: 501, 2021.
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Targeted quantification of the lysosomal proteome in
complex samples
Peter Mosen, Anne Sanner, Jasjot Singh, Dominic Winter
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https://www.mdpi.com/2227-7382/9/1/4/htm
The protective effects of lactoferrin on aflatoxin

M1-induced compromised intestinal integrity
Gao Ya-Nan, Song-Li Li, Xue Yang, Jia-Qi Wang, Nan Zheng

International Journal of Molecular Sciences 23, No. 1: 289. 2022.
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A protocol for studying structural dynamics of proteins
by quantitative crosslinking mass spectrometry and
data-independent acquisition

Franze Muller, Juri Rappsilber

Journal of Proteomics, Volume 218, 2020, 103721.
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Proteomic investigation into the action mechanism of
berberine against Streptococcus pyogenes

Gao-Fei Du, Yao-Jin Le, Xuesong Sun, Xiao-Yan Yang,

Qing-Yu He

Journal of Proteomics, Volume 215, 2020, 103666.
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Integrated analysis of the proteome and transcriptome
in a MCAO mouse model revealed the molecular
landscape during stroke progression

Litao Li, Lipeng Dong, Zhen Xiao, Weiliang He, Jingru Zhao,
Henan Pan, Bao Chu, Jinming Cheng, Hebo Wang

Journal of Advanced Research, Volume 24, 2020, Pages 13-27.
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Understanding the formation mechanism of oolong tea
characteristic non-volatile chemical constitutes during
manufacturing processes by using integrated widely-
targeted metabolome and DIA proteome analysis
Liangyu Wu, Xujian Huang, Shengrui Liu, Jianghong Liu, Yugiong
Guo, Yun Sun, Jinke Lin, Yaling Guo, Shu Wei

Food Chemistry, Volume 310, 2020, 125941.
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Sensitive quantitative proteomics of human
hematopoietic stem and progenitor cells by
data-independent acquisition mass spectrometry
Sabine Amon, Fabienne Meier-Abt, Ludovic C. Gillet, Slavica
Dimitrieva, Alexandre P.A. Theocharides, Markus G. Manz,
Ruedi Aebersold

Molecular & Cellular Proteomics, Volume 18, Issue 7, 2019,
Pages 1454-1467.
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Quantitative interactomics in primary t cells provides
a rationale for concomitant PD-1 and BTLA coinhibitor
blockade in cancer immunotherapy

Javier Celis-Gutierrez, Peter Blattmann, Yunhao Zhai, Nicolas
Jarmuzynski, Kilian Ruminski, Claude Grégoire, Youcef
Ounoughene, Frédéric Fiore, Ruedi Aebersold, Romain
Roncagalli, Matthias Gstaiger, Bernard Malissen

Cell Reports, Volume 27, Issue 11, 2019, Pages 3315-3330.€7.
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Analysis of 1508 plasma samples by capillary-flow
data-independent acquisition profiles proteomics of
weight loss and maintenance

Roland Bruderer, Jan Muntel, Sebastian Mdiller, Oliver M.
Bernhardt, Tejas Gandhi, Ornella Cominetti, Charlotte Macron,
Jérdbme Carayol, Oliver Rinner, Arne Astrup, Wim H.M. Saris, Jorg
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Molecular & Cellular Proteomics, Volume 18, Issue 6, 2019,
Pages 1242-1254.

https://www.sciencedirect.com/science/article/pii/
S1535947620318235

Data-independent acquisition improves quantitative
cross-linking mass spectrometry

Franze Muller, Lars Kolbowski, Oliver M. Bernhardt, Lukas Reiter,
Juri Rappsilber

Molecular & Cellular Proteomics, VVolume 18, Issue 4, 2019,
Pages 786-795, ISSN 1535-9476.
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Pacific geoduck (Panopea generosa) resilience to
natural pH variation

Laura H. Spencer, Micah Horwith, Alexander T. Lowe, Yaamini R.
Venkataraman, Emma Timmins-Schiffman, Brook L. Nunn,
Steven B. Roberts

Comparative Biochemistry and Physiology Part D: Genomics and
Proteomics, Volume 30, 2019, Pages 91-101, ISSN 1744-117X.

https://www.sciencedirect.com/science/article/pii/
S1744117X18300832

14

Analysis of the Arabidopsis coilin mutant reveals a
positive role of AtCOILIN in plant immunity

Aala A Abulfaraj, Hanna M Alhoraibi, Kiruthiga Mariappan, Jean
Bigeard, Huoming Zhang, Marilia Almeida-Trapp, Olga Artyukh,
Fatimah Abdulhakim, Sabiha Parween, Delphine Pflieger, Ikram
Blilou, Heribert Hirt, Naganand Rayapuram
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Multi-omic analysis shows REVEILLE clock genes are
involved in carbohydrate metabolism and proteasome
function (BoxCar DIA)

Sabine Scandola, Devang Mehta, Qiaomu Li, Maria Camila
Rodriguez Gallo, Brigo Castillo, Richard Glen Uhrig

Plant Physiology, 2022, kiac269.
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DeepSCP: utilizing deep learning to boost single-cell
proteome coverage

Bing Wang, Yue Wang, Yu Chen, Mengmeng Gao, Jie Ren,
Yueshuai Guo, Chenghao Situ, Yaling Qi, Hui Zhu, Yan Li,
Xuejiang Guo

Briefings in Bioinformatics, 2022, bbac214.
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The aging human lung mucosa: a proteomics study
Andreu Garcia-Vilanova, Bsc, Angélica M Olmo-Fontanez, MS,
Juan | Moliva, PhD, Anna Allué- Guardia, PhD, Harjinder Singh,
MD, Robert E Merritt, MD, Diego J Maselli, MD, Jay | Peters, MD,
Blanca | Restrepo, PhD, Yufeng Wang, PhD, Larry S Schlesinger,
MD, Joanne Turner, PhD, Susan T Weintraub, PhD, Jordi B
Torrelles, PhD
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Progressive increase of high-frequency EEG
oscillations during meditation is associated with its
trait effects on heart rate and proteomics: a study on
the Tibetan Buddhist

Xiaoli Guo, Meiyun Wang, Xu Wang, Menglin Guo, Ting Xue, Zhuo
Wang, Han Li, Tianjiao Xu, Bin He, Donghong Cui, Shanbao Tong

Cerebral Cortex, 2021, bhab453.
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cercor/bhab453/64913537searchresult=1

Association of cardiometabolic microRNAs with
COVID-19 severity and mortality

Clemens Gutmann, Kseniya Khamina, Konstantinos Theofilatos,
Andreas B Diendorfer, Sean A Burnap, Adam Nabeebaccus,
Matthew Fish, Mark J W McPhail, Kevin O’Gallagher, Lukas E
Schmidt, Christian Cassel, Georg Auzinger, Salvatore Napoli,
Salma F Mujib, Francesca Trovato, Barnaby Sanderson, Blair
Merrick, Roman Roy, Jonathan D Edgeworth, Ajay M Shah,
Adrian C Hayday, Ludwig Traby, Matthias Hackl, Sabine
Eichinger, Manu Shankar-Hari, Manuel Mayr

Cardiovascular Research, Volume 118, Issue 2, February 2022,
Pages 461-474.
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article/118/2/461/64248967?searchresult=1

Mitochondrial heat-shock cognate protein 70
contributes to auxin-mediated embryo development
Guichen Li, Zitong Li, Zeyun Yang, Yehoram Leshem, Yuequan
Shen, Shuzhen Men

Plant Physiology, Volume 186, Issue 2, June 2021, Pages 1101-1121
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NAguideR: performing and prioritizing missing value
imputations for consistent bottom-up proteomic
analyses

Shisheng Wang, Wenxue Li, Ligiang Hu, Jinggiu Cheng, Hao
Yang, Yansheng Liu

Nucleic Acids Research, Volume 48, Issue 14, 20 August 2020,
Page e83.
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Novel insights into PORCN mutations, associated
phenotypes and pathophysiological aspects

Annabelle Arlt, Nicolai Kohlschmidt, Andreas Hentschel, Enrika
Bartels, Claudia GroB3, Ana Tépf, Pinar Edem, Nora Szabo, Albert
Sickmann, Nancy Meyer, Ulrike Schara-Schmidt, Jarred Lau,
Hanns Lochmdller, Rita Horvath, Yavuz Oktay, Andreas Roos,
Semra Hiz Orphanet

Journal of Rare Diseases, Volume 17, Article number: 29 (2022).
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Integrated DIA proteomics and lipidomics analysis
on non-small cell lung cancer patients with TCM
syndromes

Song Cang, Ran Liu, Wei Jin, Qi Tang, Wanjun Li, Kungian Mu,
Pengfei Jin, Kaishun Bi, Qing Li

Chinese Medicine, Volume 16, Article number: 126 (2021).

https://cmjournal.biomedcentral.com/articles/10.1186/s13020-
021-00535-x

Differential hippocampal protein expression between
normal mice and mice with the perioperative
neurocognitive disorder: a proteomic analysis

Chuan Li, Jingzhu Li, He Tao, Jinghua Shan, Fanghao Liu, Xiyuan
Deng, Yanan Lin, Xu Lin, Li Fu, Bin Wang, Yanlin Bi

European Journal of Medical Research, Volume 26,
Article number: 130 (20217).
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s40001-021-00599-3

DIA proteomics analysis through serum profiles reveals
the significant proteins as candidate biomarkers in
women with PCOS

Ying Yu, Panli Tan, Zhenchao Zhuang, Zhejiong Wang, Linchao
Zhu, Ruyi Qiu, Huaxi Xu

BMC Medical Genomics, Volume 14, Article number: 125 (2021).
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Protein signature of human skin fibroblasts allows the
study of the molecular etiology of rare neurological
diseases

Andreas Hentschel, Artur Czech, Ute Miinchberg, Erik Freier,
Ulrike Schara-Schmidt, Albert Sickmann, Jens Reimann,
Andreas Roos Orphanet

Journal of Rare Diseases, Volume 16, Article number: 73 (2021).
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Estrogen receptor coregulator binding modulator
(ERX-11) enhances the activity of CDK4/6 inhibitors
against estrogen receptor-positive breast cancers
Suryavathi Viswanadhapalli, Shihong Ma, Gangadhara Reddy
Sareddy, Tae-Kyung Lee, Mengxing Li, Collin Gilbreath, Xihui Liu,
Yiliao Luo, Uday P. Pratap, Mei Zhou, Eliot B. Blatt, Kara Kassees,
Carlos Arteaga, Prasanna Alluri, Manjeet Rao, Susan T. Weintraub,
Rajeshwar Rao Tekmal, Jung-Mo Ahn, Ganesh V. Raj, Ratna K.
Vadlamudi Breast
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Profiling the proteomic inflammatory state of human
astrocytes using DIA mass spectrometry
Vito Dozio, Jean-Charles Sanchez

Journal of Neuroinflammation, Volume 15, Article number: 331
(2018).
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Species comparison of liver proteomes reveals links to
naked mole-rat longevity and human aging

Ivonne Heinze, Martin Bens, Enrico Calzia, Susanne Holtze,
Oleksandr Dakhovnik, Arne Sahm, Joanna M. Kirkpatrick, Karol
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Profiling tear proteomes of patients with unilateral
relapsed Behcet’s disease-associated uveitis using
data-independent acquisition proteomics

Anyi Liang, Weiwei Qin, Meifen Zhang, Fei Gao, Chan Zhao,
Youhe Gao

Peer J. 2020 Jun 19; 8: €9250.

https://peerj.com/articles/9250/

Serum apolipoprotein A-Il and alpha-2-antiplasmin
levels in midtrimester can be used as predictors of
preterm delivery

Jianxia Huang, Yuhong Yang, Pei He

Journal of International Medical Research 0(0) 1-9, 2020.

https://journals.sagepub.com/doi/
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Crizotinib shows antibacterial activity against
gram-positive bacteria by reducing ATP production
and targeting the CTP synthase PyrG

Yun-Dan Zheng, Tairan Zhong, Haiming Wu, Nan Li, Zuye Fang,
Linlin Cao, Xing-Feng Yin, Qing-Yu He, Ruiguang Ge

Microbiol Spectr. 2022 Jun 29; 10(3): e0088422.
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Bacterial quorum-sensing signal arrests phytoplankton
cell division and impacts virus-induced mortality

Scott B. Pollara, Jamie W. Becker, Brook L. Nunn, Rene Boiteau,
Daniel Repeta, Miranda C. Mudge, Grayton Downing, Davis
Chase, Elizabeth L. Harvey, Kristen E. Whalen

mSphere, 2021 May 12; 6(3): e00009-21.

https://journals.asm.org/doi/10.1128/mSphere.00009-21

GSK-3 localizes to the cardiac Z-disc to maintain
length dependent activation

Marisa J. Stachowski-Doll, Maria Papadaki, Thomas G. Martin,
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