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searchresult=1

Phosphorylation of SHP2 at Tyr62 enables  
acquired resistance to SHP2 allosteric inhibitors in 
FLT3-ITD–driven AML 
Anamarija Pfeiffer, Giulia Franciosa, Marie Locard-Paulet, 

Ilaria Piga, Kristian Reckzeh, Vidyasiri Vemulapalli, Stephen C. 

Blacklow, Kim Theilgaard-Mönch, Lars J. Jensen, Jesper V. 

Olsen

Cancer Res 1 June 2022; 82 (11): 2141–2155.

https://aacrjournals.org/cancerres/article/82/11/2141/699099/

Phosphorylation-of-SHP2-at-Tyr62-Enables-Acquired? 

searchresult=1

Identification of novel cerebrospinal fluid biomarkers 
for cognitive decline in aneurysmal subarachnoid 
hemorrhage: a proteomic approach 
Fan Liu, Yun Bao, Binghui Qiu, Jian Mao, Xixian Liao, Haorun 

Huang, An Zhang, Guozhong Zhang, Songtao Qi, Fen Mei

Front Cell Neurosci. 2022; 16: 861425. Published online 2022 

May 6. 

https://www.frontiersin.org/articles/10.3389/fncel.2022. 

861425/full

Urine proteome in distinguishing hepatic steatosis in 
patients with metabolic-associated fatty liver disease 
Chang-Hai Liu, Shanshan Zheng, Shisheng Wang, Dongbo Wu, 

Wei Jiang, Qingmin Zeng, Yi Wei, Yong Zhang, Hong Tang

Diagnostics 2022, 12(6), 1412.

https://www.mdpi.com/2075-4418/12/6/1412/htm

https://www.sciencedirect.com/science/article/pii/S0003267022002665
https://www.sciencedirect.com/science/article/pii/S0003267022002665
https://www.embopress.org/doi/full/10.15252/msb.202210947
https://www.embopress.org/doi/full/10.15252/embr.202153835
https://academic.oup.com/cei/article-abstract/208/1/60/6542060?redirectedFrom=fulltext
https://academic.oup.com/cei/article-abstract/208/1/60/6542060?redirectedFrom=fulltext
https://academic.oup.com/toxsci/article/187/1/25/6529550?searchresult=1
https://academic.oup.com/toxsci/article/187/1/25/6529550?searchresult=1
https://aacrjournals.org/cancerres/article/82/11/2141/699099/Phosphorylation-of-SHP2-at-Tyr62-Enables-Acquired?searchresult=1
https://aacrjournals.org/cancerres/article/82/11/2141/699099/Phosphorylation-of-SHP2-at-Tyr62-Enables-Acquired?searchresult=1
https://aacrjournals.org/cancerres/article/82/11/2141/699099/Phosphorylation-of-SHP2-at-Tyr62-Enables-Acquired?searchresult=1
https://www.frontiersin.org/articles/10.3389/fncel.2022.861425/full
https://www.frontiersin.org/articles/10.3389/fncel.2022.861425/full
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Perinatal obesity induces hepatic growth restriction 
with increased DNA damage response, senescence, 
and dysregulated Igf-1-Akt-Foxo1 signaling in male 
offspring of obese mice 
P. Kasper, J. Selle, C. Vohlen, R. Wilke, C. Kuiper-Makris,  

O. Klymenko, I. Bae-Gartz, C. Schömig, A. Quaas,  

B. Schumacher, M. Demir, M. Bürger, S. Lang, A. Martin,  

H.M. Steffen, T. Goeser, J. Dötsch, M.A.A. Alcazar

Int. J. Mol. Sci. 2022, 23, 5609.

https://www.mdpi.com/1422-0067/23/10/5609/htm

Conserved exchange of paralog proteins during 
neuronal differentiation 
Domenico Di Fraia, Mihaela Anitei, Marie-Therese Mackmull, Luca 

Parca, Laura Behrendt, Amparo Andres-Pons, Darren Gilmour, 

Manuela Helmer Citterich, Christoph Kaether, Martin Beck, 

Alessandro Ori

Life Sci Alliance. 2022 Mar 10; 5(6): e202201397.

https://www.life-science-alliance.org/content/5/6/e202201397.

abstract

Evaluation of the suitability of dried saliva spots for  
in-depth proteome analyses for clinical applications
Hironori Sato, Daisuke Nakajima, Masaki Ishikawa, Ryo Konno, 

Ren Nakamura, Osamu Ohara, Yusuke Kawashima

Journal of Proteome Research  2022, 21, 5, 1340–1348.

https://pubs.acs.org/doi/10.1021/acs.jproteome.2c00099

Cell-free hemoglobin does not attenuate the effects 
of SARS-CoV-2 spike protein s1 subunit in pulmonary 
endothelial cells
Jana Sirsendu, Michael R. Heaven, Abdu I. Alayash

International Journal of Molecular Sciences 22, No. 16: 9041, 

2021. 

https://www.mdpi.com/1422-0067/22/16/9041/htm

Optimal analytical strategies for sensitive and 
quantitative phosphoproteomics using TMT-based 
multiplexing
C. Koenig, A. Martinez-Val, G. Franciosa, J.V. Olsen.

Proteomics, 00, e2100245, 2022.

https://analyticalsciencejournals.onlinelibrary.wiley.com/

doi/10.1002/pmic.202100245

Compounds activating VCP D1 ATPase enhance 
both autophagic and proteasomal neurotoxic protein 
clearance 
Lidia Wrobel, Sandra M. Hill, Alvin Djajadikerta, Marian 

Fernandez-Estevez, Cansu Karabiyik, Avraham Ashkenazi, 

Victoria J. Barratt, Eleanna Stamatakou, Anders Gunnarsson, 

Timothy Rasmusson, Eric W. Miele, Nigel Beaton, Roland 

Bruderer, Yuehan Feng, Lukas Reiter, M. Paola Castaldi, Rebecca 

Jarvis, Keith Tan, Roland W. Bürli, David C. Rubinsztein 

Nature Communications Volume 13, Article number: 4146 (2022).

https://www.nature.com/articles/s41467-022-31905-0

Optimization of ultrafast proteomics using an  
LC-Quadrupole-Orbitrap mass spectrometer with  
data-independent acquisition 
Masaki Ishikawa, Ryo Konno, Daisuke Nakajima, Mari Gotoh, 

Keiko Fukasawa, Hironori Sato, Ren Nakamura, Osamu Ohara, 

Yusuke Kawashima

J. Proteome Res. 2022.

https://pubs.acs.org/doi/10.1021/acs.jproteome.2c00121

Temporal resolution of gene derepression and 
proteome changes upon PROTAC-mediated 
degradation of BCL11A protein in erythroid cells
Stuti Mehta, Altantsetseg Buyanbat, Yan Kai, Ozge Karayel, 

Seth Raphael Goldman, Davide Seruggia, Kevin Zhang, Yuko 

Fujiwara, Katherine A. Donovan, Qian Zhu, Huan Yang, Behnam 

Nabet, Nathanael S. Gray, Matthias Mann, Eric S. Fischer, Karen 

Adelman, Stuart H. Orkin

Cell Chemical Biology, 2022.

https://www.sciencedirect.com/science/article/pii/

S2451945622002392

Time-resolved phosphoproteome and proteome 
analysis reveals kinase signaling on master 
transcription factors during myogenesis
Di Xiao, Marissa Caldow, Hani Jieun Kim, Ronnie Blazev, Rene 

Koopman, Deborah Manandi, Benjamin L. Parker, Pengyi Yang,

iScience, Volume 25, Issue 6, 2022.

https://www.sciencedirect.com/science/article/pii/

S258900422200760X

https://www.mdpi.com/1422-0067/23/10/5609/htm
https://www.life-science-alliance.org/content/5/6/e202201397.abstract
https://www.life-science-alliance.org/content/5/6/e202201397.abstract
https://pubs.acs.org/doi/10.1021/acs.jproteome.2c00099
https://www.mdpi.com/1422-0067/22/16/9041/htm
https://analyticalsciencejournals.onlinelibrary.wiley.com/doi/10.1002/pmic.202100245
https://analyticalsciencejournals.onlinelibrary.wiley.com/doi/10.1002/pmic.202100245
https://www.nature.com/articles/s41467-022-31905-0
https://pubs.acs.org/doi/10.1021/acs.jproteome.2c00121
https://www.sciencedirect.com/science/article/pii/S2451945622002392
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Data-independent acquisition mass spectrometry of  
the human lens enhances spatiotemporal measurement 
of fiber cell aging 
Lee S. Cantrell, Kevin L. Schey

Journal of the American Society for Mass Spectrometry 2021,  

32, 12, 2755–2765.

https://pubs.acs.org/doi/10.1021/jasms.1c00193

Phosphoproteomics of primary AML patient samples 
reveals rationale for AKT combination therapy and p53 
context to overcome selinexor resistance
Kristina B. Emdal, Nicolàs Palacio-Escat, Caroline Wigerup, 

Akihiro Eguchi, Helén Nilsson, Dorte B. Bekker-Jensen,  

Lars Rönnstrand, Julhash U. Kazi, Alexandre Puissant,  

Raphaël Itzykson, Julio Saez-Rodriguez, Kristina Masson,  

Peter Blume-Jensen, Jesper V. Olsen

Cell Reports, Volume 40, Issue 6, 2022, 111177.

https://www.sciencedirect.com/science/article/pii/

S2211124722009901

ZAKβ is activated by cellular compression and 
mediates contraction-induced MAP kinase signaling in 
skeletal muscle 
Cathrine Nordgaard, Anna Constance Vind, Amy Stonadge, 

Rasmus Kjøbsted, Goda Snieckute,Pedro Antas, Melanie Blasius, 

Marie Sofie Reinert, Ana Martinez Del Val, Dorte Breinholdt 

Bekker-Jensen, Peter Haahr, Yekaterina A. Miroshnikova, 

Abdelghani Mazouzi, Sarah Falk, Emeline Perrier-Groult, 

Christopher Tiedje, Xiang Li,Jens Rithamer Jakobsen, Nicolas 

Oldenburg Jørgensen, Jørgen F.P. Wojtaszewski, Frederic 

Mallein-Gerin, Jesper Løvind Andersen, Cristian Pablo 

Pennisi,Christoffer Clemmensen, Moustapha Kassem, Abbas 

Jafari, Thijn Brummelkamp, Vivian S.W. Li, Sara A. Wickström, 

Jesper Velgaard Olsen, Gonzalo Blanco, Simon Bekker-Jensen

The EMBO Journal (2022) e111650.

https://www.embopress.org/doi/full/10.15252/embj.2022111650

Tight complex formation of the fumarate sensing  
DcuS-DcuR two-component system at the membrane 
and target promoter 
Stefaniya Gencheva, Simon Dersch, Kristin Surmann,  

Mathias Wernet, Luis Antelo, Elke Hammer, Peter L. Graumann, 

Nadja Hellmann, Gottfried Unden

Molecular and Cellular Biology Research Article 7 July 2022.

https://journals.asm.org/doi/full/10.1128/msphere.00235-22

Novel diagnostic biomarkers for high-grade serous 
ovarian cancer uncovered by data-independent 
acquisition mass spectrometry 
Sunghyun Huh, Chaewon Kang, Ji Eun Park, Dowoon Nam,  

Se Ik Kim, Aeran Seol, Kyerim Choi, Daehee Hwang, Myeong-Hee  

Yu, Hyun Hoon Chung, Sang-Won Lee, Un-Beom Kang

Journal of Proteome Research, Articles ASAP.

https://pubs.acs.org/doi/10.1021/acs.jproteome.2c00218

Mass spectrometry detection of monkeypox virus: 
comprehensive coverage for ranking the most 
responsive peptide markers 
Clément Lozano, Lucia Grenga, Fabrice Gallais, Guylaine 

Miotello, Laurent Bellanger, Jean Armengaud 

PROTEOMICS Early View First published: 15 August 2022.

https://analyticalsciencejournals.onlinelibrary.wiley.com/doi/

abs/10.1002/pmic.202200253

Osteocytes serve as a reservoir for intracellular 
persisting staphylococcus aureus due to the lack of 
defense mechanisms 
Marina Garcia-Moreno, Paul M. Jordan, Kerstin Günther,  

Therese Dau, Christian Fritzsch, Monika Vermes, Astrid Schoppa, 

Anita Ignatius, Britt Wildemann, Oliver Werz, Bettina Löffler, 

Lorena Tuchscherr

Front. Microbiol., 22 July 2022.

https://www.frontiersin.org/articles/10.3389/fmicb.2022. 

937466/full

https://pubs.acs.org/doi/10.1021/jasms.1c00193
https://www.sciencedirect.com/science/article/pii/S2211124722009901
https://www.sciencedirect.com/science/article/pii/S2211124722009901
https://www.embopress.org/doi/full/10.15252/embj.2022111650
https://journals.asm.org/doi/full/10.1128/msphere.00235-22
https://pubs.acs.org/doi/10.1021/acs.jproteome.2c00218
https://analyticalsciencejournals.onlinelibrary.wiley.com/doi/abs/10.1002/pmic.202200253
https://analyticalsciencejournals.onlinelibrary.wiley.com/doi/abs/10.1002/pmic.202200253
https://www.frontiersin.org/articles/10.3389/fmicb.2022.937466/full
https://www.frontiersin.org/articles/10.3389/fmicb.2022.937466/full
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Acute exercise dynamically modulates the hepatic 
mitochondrial proteome 
Colin S. McCoin, Edziu Franczak, Michael P. Washburn,  

Mihaela E. Sardiu, John P. Thyfault

Mol Omics. 2022 Aug 5. doi: 10.1039.

https://pubs.rsc.org/en/content/articlelanding/2022/mo/

d2mo00143h

Metabolic signatures of pregnancy-induced cardiac 
growth 
Kyle L. Fulghum, Juliette B. Smith, Julia Chariker, Lauren F. 

Garrett, Kenneth R. Brittian, Pawel K. Lorkiewicz, Lindsey A. 

McNally, Shizuka Uchida, Steven P. Jones, Bradford G. Hill,  

Helen E. Collins

American Journal of Physiology-Heart and Circulatory Physiology 

Volume 323, Issue 1 2022 Jun 27.

https://journals.physiology.org/doi/full/10.1152/

ajpheart.00105.2022

GLP-1-mediated delivery of tesaglitazar improves 
obesity and glucose metabolism in male mice 
Carmelo Quarta, Kerstin Stemmer, Aaron Novikoff, Bin Yang, 

Felix Klingelhuber, Alex Harger, Mostafa Bakhti, Aimee  

Bastidas-Ponce, Eric Baugé, Jonathan E. Campbell, Megan 

Capozzi, Christoffer Clemmensen, Gustav Collden, Perla 

Cota, Jon Douros, Daniel J. Drucker, Barent DuBois, Annette 

Feuchtinger, Cristina Garcia-Caceres, Gerald Grandl, Nathalie 

Hennuyer, Stephan Herzig, Susanna M. Hofmann, Patrick 

J. Knerr, Konxhe Kulaj, Fanny Lalloyer, Heiko Lickert, Arek 

Liskiewicz, Daniela Liskiewicz, Gandhari Maity, Diego  

Perez-Tilve, Sneha Prakash, Miguel A. Sanchez-Garrido,  

Qian Zhang, Bart Staels, Natalie Krahmer, Richard D. DiMarchi, 

Matthias H. Tschöp, Brian Finan, Timo D. Müller 

Nature Metabolism volume 4, Pages 1071–1083 (2022).

https://www.nature.com/articles/s42255-022-00617-6

DIA proteomics identified the potential targets 
associated with angiogenesis in the mammary glands 
of dairy cows with hemorrhagic mastitis 
Quanwei Zhang, Xu Bai, Jun Shi, Xueying Wang, Bohao Zhang, 

Lijun Dai, Ting Lin, Yuan Gao, Yong Zhang, Xingxu Zhao

Front Vet Sci. 2022; 9: 980963.

https://www.frontiersin.org/articles/10.3389/fvets.2022. 

980963/full

The fragility of liver glycogen from humans with type 2 
diabetes: a pilot study 
Ziyi Wang, Xiaobo Min, Zhenxia Hu, Mitchell A. Sullivan,  

Yong Tang, Liang Wang, Robert G. Gilbert, Chen Shi, Bin Deng

International Journal of Biological Macromolecules 2022,  

ISSN 0141-8130.

https://www.sciencedirect.com/science/article/pii/

S0141813022019225

DAMPs/PAMPs induce monocytic TLR activation and 
tolerance in COVID-19 patients; nucleic acid binding 
scavengers can counteract such TLR agonists 
Ibtehaj Naqvi, Nicholas Giroux, Lyra Olson, Sarah Ahn Morrison, 

Telmo Llanga, Tolu O. Akinade, Yuefei Zhu, Yiling Zhong, Shree 

Bose, Stephanie Arvai, Karen Abramson, Lingye Chen, Loretta 

Que, Bryan Kraft, Xiling Shen, Jaewoo Lee, Kam W. Leong,  

Smita K. Nair, Bruce Sullenger, 

Biomaterials, Volume 283, 2022, 121393.

https://www.sciencedirect.com/science/article/pii/

S0142961222000321

A ribosomal protein homolog governs gene expression 
and virulence in a bacterial pathogen
Hannah S. Trautmann, Kathryn M. Ramsey

Genomics and Proteomics Research Article 19 September 2022.

https://journals.asm.org/doi/full/10.1128/jb.00268-22

Urinary proteome analysis of acute kidney injury 
in post-cardiac surgery patients using enrichment 
materials with high-resolution mass spectrometry 
Yunpeng Bai, Ying Li, Zhizhong Tang, Linhui Hu, Xinyi Jiang, 

Jingchun Chen, Sumei Huang, Kunyong Wu, Wang Xu,  

Chunbo Chen

Front. Bioeng. Biotechnol., 13 September 2022.

https://www.frontiersin.org/articles/10.3389/fbioe.2022. 

1002853/full

https://pubs.rsc.org/en/content/articlelanding/2022/mo/d2mo00143h
https://pubs.rsc.org/en/content/articlelanding/2022/mo/d2mo00143h
https://journals.physiology.org/doi/full/10.1152/ajpheart.00105.2022
https://journals.physiology.org/doi/full/10.1152/ajpheart.00105.2022
https://www.nature.com/articles/s42255-022-00617-6
https://www.frontiersin.org/articles/10.3389/fvets.2022.980963/full
https://www.frontiersin.org/articles/10.3389/fvets.2022.980963/full
https://www.sciencedirect.com/science/article/pii/S0141813022019225
https://www.sciencedirect.com/science/article/pii/S0141813022019225
https://www.sciencedirect.com/science/article/pii/S0142961222000321
https://www.sciencedirect.com/science/article/pii/S0142961222000321
https://journals.asm.org/doi/full/10.1128/jb.00268-22
https://www.frontiersin.org/articles/10.3389/fbioe.2022.1002853/full
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DIA label-free proteomic analysis of murine  
bone-marrow-derived macrophages
Christa P. Baker, Iain R. Phair, Alejandro J. Brenes,  

Abdelmadjid Atrih, Dylan G. Ryan, Roland Bruderer, Albena T. 

Dinkova-Kostova, Douglas J. Lamont, J. Simon C. Arthur,  

Andrew J.M. Howden

STAR Protocols Volume 3, Issue 4, 2022, 101725.

https://www.sciencedirect.com/science/article/pii/

S2666166722006050

A modest change in housing temperature alters whole 
body energy expenditure and adipocyte thermogenic 
capacity in mice 
Daniel G Sadler, Lillie Treas, James D Sikes, Craig Porte

Am J Physiol Endocrinol Metab. 2022 Nov 9.

https://journals.physiology.org/doi/abs/10.1152/

ajpendo.00079.2022

Differential ultracentrifugation enables deep plasma 
proteomics through enrichment of extracellular vesicles 
Anders H. Kverneland, Ole Østergaard, Kristina Bennet Emdal, 

Inge Marie Svane, Jesper Velgaard Olsen

Proteomics 2022.

https://analyticalsciencejournals.onlinelibrary.wiley.com/doi/

abs/10.1002/pmic.202200039

Phosphoproteomic analysis of haemaphysalis 
longicornis saliva reveals the influential contributions  
of phosphoproteins to blood-feeding success 
Desmond O. Agwunobi, Ningmei Wang, Lei Huang, Yefei Zhang, 

Guomin Chang, Kuang Wang, Mengxue Li, Hui Wang,  

Jingze Liu

Front Cell Infect Microbiol. 2021; 11: 769026.

https://www.frontiersin.org/articles/10.3389/fcimb.2021. 

769026/full

Regulation of mitochondrial proteostasis by the proton 
gradient 
Maria Patron, Daryna Tarasenko, Hendrik Nolte, Lara Kroczek, 

Mausumi Ghosh, Yohsuke Ohba, Yvonne Lasarzewski, Zeinab 

Alsadat Ahmadi, Alfredo Cabrera‐Orefice, Akinori Eyiama,  

Tim Kellermann, Elena I Rugarli, Ulrich Brandt, Michael Meinecke, 

Thomas Langer

The EMBO Journal (2022) 41: e110476.

https://www.embopress.org/doi/full/10.15252/embj.2021110476

A multi-omics study of diagnostic markers and 
the unique inflammatory tumor micro-environment 
involved in tuberous sclerosis complex-related renal 
angiomyolipoma 
Zhan Wang, Xiaoyan Liu, Wenda Wang, Jing Wei, Samuel 

Seery, Jiyu Xu, Haidan Sun, Yuncui Yu, Yang Zhao, Xu Wang, 

Zhangcheng Liao, Yanan Li, Wei Sun, Lulu Jia, Yushi Zhang

Int J Oncol. 2022 Nov; 61(5): 132.

https://www.spandidos-publications.com/10.3892/

ijo.2022.5422

Recurrent co-option and recombination of cytokine and 
three finger proteins in multiple reproductive tissues 
throughout salamander evolution 
Damien B. Wilburn, Christy L. Kunkel, Richard C. Feldhoff, 

Pamela W. Feldhoff, Brian C. Searle

Front Cell Dev Biol. 2022; 10: 828947.

https://www.frontiersin.org/articles/10.3389/fcell.2022. 

828947/full

Evidence for a widespread third system for bacterial 
polysaccharide export across the outer membrane 
comprising a composite OPX/β-barrel translocon 
Johannes Schwabe, María Pérez-Burgos, Marco Herfurth,  

Timo Glatter, Lotte Søgaard-Andersen

mBio. 2022 Sep-Oct; 13(5): e02032-22.

https://journals.asm.org/doi/10.1128/mbio.02032-22

Proteomic and metabolomic profiling of acupuncture 
for migraine reveals a correlative link via energy 
metabolism 
Lu Liu, Weizheng Li, Linpeng Wang, Pengyun Gong, Tianli Lyu, 

Dapeng Liu, Yajie Zhang, Yijie Guo, Xiang Liu, Min Tang, Hongke 

Hu, Chao Liu, Bin Li

Front Neurosci. 2022; 16: 1013328.

https://www.frontiersin.org/articles/10.3389/fnins.2022. 

1013328/full

Optimized decellularization protocol for large  
peripheral nerve segments: towards personalized  
nerve bioengineering 
Alois Hopf, Lina Al-Bayati, Dirk J. Schaefer, Daniel F. 

Kalbermatten, Raphael Guzman, Srinivas Madduri

Bioengineering (Basel). 2022 Sep; 9(9): 412.

https://www.mdpi.com/2306-5354/9/9/412

https://www.sciencedirect.com/science/article/pii/S2666166722006050
https://www.sciencedirect.com/science/article/pii/S2666166722006050
https://journals.physiology.org/doi/abs/10.1152/ajpendo.00079.2022
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https://analyticalsciencejournals.onlinelibrary.wiley.com/doi/abs/10.1002/pmic.202200039
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Proteomic analysis of methanococcus voltae grown in 
the presence of mineral and nonmineral sources of iron 
and sulfur 
Katherine F. Steward, Devon Payne, Will Kincannon, Christina 

Johnson, Malachi Lensing, Hunter Fausset, Brigitta Németh,  

Eric M. Shepard, William E. Broderick, Joan B. Broderick,  

Jen Dubois, Brian Bothner

Microbiol Spectr. 2022 Jul-Aug; 10(4): e01893-22.

https://journals.asm.org/doi/10.1128/spectrum.01893-22

Targeting the Cbl-b-notch1 axis as a novel 
immunotherapeutic strategy to boost CD8+ T-cell 
responses 
Giulia Monticone, Zhi Huang, Fred Csibi, Silvana Leit, David 

Ciccone, Ameya S. Champhekar, Jermaine E. Austin, Deniz 

A. Ucar, Fokhrul Hossain, Salome V. Ibba, A. Hamid Boulares, 

Nicholas Carpino, Keli Xu, Samarpan Majumder, Barbara A. 

Osborne, Christine Loh, Lucio Miele

Front Immunol. 2022; 13: 987298.

https://www.frontiersin.org/articles/10.3389/fimmu.2022. 

987298/full

Autophagy regulates neuronal excitability by controlling 
cAMP/protein kinase A signaling at the synapse 
Melina Overhoff, Frederik Tellkamp, Simon Hess, Marianna Tolve, 

Janine Tutas, Marcel Faerfers, Lotte Ickert, Milad Mohammadi, 

Elodie De Bruyckere, Emmanouela Kallergi, Andrea Delle Vedove, 

Vassiliki Nikoletopoulou, Brunhilde Wirth, Joerg Isensee, Tim 

Hucho, Dmytro Puchkov, Dirk Isbrandt, Marcus Krueger, Peter 

Kloppenburg, Natalia L Kononenko

EMBO J. 2022 Nov 17; 41(22): e110963.

https://www.embopress.org/doi/full/10.15252/embj.2022110963

Identification of novel proteins and mechanistic 
pathways associated with early-onset hypertension by 
deep proteomic mapping of resistance arteries 
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