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Abstract Results

Purpose: To determine which instrument parameters impact full/empty AAV ratio

It should also be mentioned that certain parameters may not impact the

Figure 2. Box-and-whisker plot demonstrating the accuracy and : : o :
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Figure 4. Percent empty capsids versus in-source trapping voltage for 50%

After an initial round of optimization, baseline values for the parameters discussed
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Data Analysis

RAW files were processed using the latest version of the data analysis software
STORIboard (Proteinaceous) resulting in masses (MDa) and percentages for empty,
partial-filled, full, and over-filled capsids. The data here will be presented as fraction of
empty capsids, as empty capsids are simpler to distinguish from filled, partially-filled,
and over-filled capsids.
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capsids. For more information on new, AAV-specific capabilities within

STORIboard, visit MP 816 by Ryan Fellers et al..
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As can be seen in Figure 3, many of the parameters have minimal impact on the
measured AAV empty/full ratios. For example, it has been widely believed that
heavier gases, such as sulfur hexafluoride (SF;) or xenon were necessary to
properly trap AAV capsids in the HCD cell. However, the data presented indicate
that accurate AAV empty/full ratios can be measured using relatively low nitrogen
pressures in the HCD cell. In contrast, two parameters, in-source trapping
(desolvation) voltage and injection flatapole RF voltage, stand out as significantly
biasing against full capsids. Figure 4 highlights how drastically the measured
full/lempty ratio changes with a modest increase in desolvation voltage.
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