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Resu ltS Figure 5. Diagnostic UVPD fragments for proton adduct of COnC| usions

glucose-6-phosphate and galactose-6-phosphate.

Abstract

Six isomeric sugar phosphate compounds were investigated using
HCD, MS", CID, and UVPD fragmentation for diagnostic
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Methods: A set of six sugar phosphate isomers: glucose-1-

phosphate, galactose-1-phosphate, glucose-6-phosphate,
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