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ABSTRACT

Data Analysis

Data were analyzed with Thermo Scientific™ BioPharma Finder™ 3.1 software. WCX-MS spectra

For both of these peaks, six main glycoforms—GOF/GOF, GOF/G1F, G1F/G1F, G1F/G2F, GOF/GO0,
GO0/GO0 as expected were observed in MS (Figure 2, C). For pertuzumab, close analog of
trastuzumab, similar separation was achieved as shown in Figure 1, C. Overall 29 glycoforms were

Secukinumab has lower predicted pl than Trastuzumab and Pertuzumab ( Figure 1) and for its
charge variant analysis we used slightly modified gradient (Table 1). Figure 4 shows results of CEX-
native MS analysis of Secukinumab. Besides Lys unclipped isoforms we also identified multiple

Figure 6. WCX-UV-MS analysis of Vedolizumab (A) TIC chromatogram (B) MS spectra of
main peak (C) Distribution of main glycoforms, charge 27+
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min was identified to be a variant with one unclipped C-terminal lysine.
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