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Bayern

Bevdlkerungszahlen 2018
insgesamt:  12.997.204
mannlich: 6.438.503
weiblich: 6.558.701

Straftaten insgesamt in Bayern

1.000.000 Anzahl Fille
Jahr AQ
‘A erfasst | aufgeklirt

800.000 -

/ ¥ 2014 | 650.868 | 419482 | 64,4
600.000
400,000 ~ N 2015 | 805915 | 584128 | 72,5
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ammmerfasste Falle  emmaufgeklarte Fille 2918
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Landeshauptstadt: Miin- “en

“evdlkerungszahlen 2018
insgesamt: 1.456.039
mannlich: 708.422
weiblich: 747.617

Straftaten insgesamt in Miinchen

160.000 Anzahl Fille

Jahr AQ
140.000 erfasst | aufgeklart
120.000

2014 | 110.208 | 70.448 | 63,9

100.000 = —
80.000 ,%
e——— 2015 | 133672 | 97997 | 733

60.000
40.000
20.000

0

2016 | 114.710 | 78.302 | 68,3

2014 2015 2016 2017 2018 2017 | 97.035 | 63.380 | 653

fasste Fall o fgeklarte Falle
srassterete wgeiarte Tete 2018 | 99.802 | 65191 65,3

Source: Witgs-Avasrdmiaminewtimes.com Source: https://www.bka.de
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GlobalFiler™ NGS STR Panel v2

TPOX D1S1677 AMEL-X
D3S1358 D2S1776 AMEL-Y
Fer D354529 52032678 | sex determination
D 1
>S818 D4S2408 DYS391
CSF1PO
D5S2800 SRY
D7S820
D8S1179 D6S1043 non-CODIS/other
THO1 D6S474
VWA D12ATA63
D13S317
D14S1434
CODIs
D16S539
PENTA D
D18S51
PENTAE
D21S11
D1S1656
D2S1338
D2S441
D10S1248
D12S391
D19S433
D22S1045




LUDWIG-

MAXIMILIANS-
UNIVERSITAT

MONCHEN Institut fur Rechtsmedizin

Converge™ Software v2.1

SEEEDS eIt converge

B Batch-1037 A @
ﬁ Batch Titlez R_2019_01_31_09_52_29_user_IRESD6X-10-Casework Batch External ID: 92 Status: Processed Priority: @ Normal
Batch Type: NGS Genotype analysis Materials & Method: NGS Genotype Analysis 5.10.1-2.1 Modified By: superUser Owner: superlUser
& Creation Date: Jan-31-2019 6:27:53 PM Last Modified Date: Feb-6-2019 3:22:42 PM Created By: superUser Analysis Name: Auto_user_IRE5DEX-10-Casework_208
Batch Start Date: Jan-31-2019 4:59:27 PM Batch End Date: Jan-31-2019 8:23:34 PM Total Samples: 10 Ready Samples: 0
";‘ Completed Samples: 10 Incomplete Samples: 0
Batch Description:
z“- Batch Comments :
”
I?.b Collapse All
+ Sample e
— Result Card e
Export Results More
X k - ! 2 [0~
| Result ID ¥ Sample Name * ¥ Barcode v Sample Type ¥ Batch Processing stati¥ | CGQat Sample Level hd g.?RD a‘t;r:ﬂle Lasiy g:)nd:‘r:l,&nalysm Gl Sample Gender ¥ ;;?;"e Cendey T Action
[F] » Result-S-1452.1 c1 lonCode_0138 Unknown Complete N/A ' Male Presence M+ S
[ » Result-5-1451.1 c2 lonCode_0139 Unknown Complete N/A ' Male Presence M+ LI
[ » Result-5-1450.1 [ox] lonCode_0140 Unknown Complete N/A ' Male Presence M+ LI
[ » Result-S-1456.1 c4 lonCode_0141 Unknown Complete N/A ' Male Presence M+ .
[ » Result-S-1455.1 C5 lonCode_0142 Unknown Complete N/A ' Male Presence M+ .
[ » Result-S-1459.1 C6 lenCode_0143 Unknown Complete N/A ' Male Presence M+ .
[F] » Result-S-1457.1 c7 lonCode_0144 Unknown Comnplete N/A " Male Presence M+ .
[F] » Result-S-1454.1 c8 lonCode_0145 Unknown Complete N/A - Male Presence M+ .
[F] » Result-S-1453.1 c9 lonCode_0146 Unknown Comnplete N/A « No Male Presence M- TS
[F] » Result-S-14581 G56_54 lonCode_0133 Unknown Complete N/A v 4 Male Presence M+ e
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Converge™ Software v2.1
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Converge™ Software v2.1

appliedblosystems converge

BN case1047 (2]
ﬁ Case Title: Casel Case External ID: Status: Open | Priority: Normal

: Creation Date: Feb-5-2019 1:45:18 PM Last Modified Date: Feb-6-2019 1:53:19 PM Created By: superUser Modified By: superUser
& Owner: superUser Requesting Organization:

Case Description:

Case Comments :

Collapse All
Y + Subject L]
s
- Profile(s) @
+ New Profile More ~
X Je ( 1 DREIE
E | Profile D ¥ Subject Name ¥ | Profile Category ¥ KitName & ¥ Locus Type ¥ | SampleiD ¥ sample Name ¥ Action
[ » Profile-1167 Forensic Mixture PowerPlex_ESX_17 STR .
[ » Profile-1168 Forensic Mixture PowerPlex_ESX_17 STR .
[ » Profile-1169 Forensic Mixture PowerPlex_ESX_17 STR .
[ » Profile-1170 Forensic Mixture PowerPlex_ESX_17 STR .
[ ¥ Profile-1186 Forensic Mixture PowerPlex_ESX_17 STR S
[ » Profile-1171 Forensic Mixture PowerPlex_ESX_17 STR S
[ ¥ Profile-1187 Forensic Mixture PowerPlex_ESX_17 STR S
[ » Profile-1188 Suspect PowerPlex_ESX_17 STR S
[ » Profile-1189 Suspect PowerPlex_ESX_17 STR Zate o
[F] » Profile-1100 Precision_ID_GlobalFiler_NGS_ST_. | STR 5-1452 1 C1 .
[ ¥ Profile-1112 Precision_ID_GlobalFiler_NGS_ST STR 514551 C5 .
[ » Profile-1107 Precision_ID_GlobalFiler_NGS_ST_. | STR 514561 ca .
+ Sample o
+ Kinship @
+ Attachment e
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Sensitivity and mixtures

DNA input PCR cycles Mixture DNA input (1ng final)

1ng 23 M control 1ng male
500pg 23 F control 1ng female
250pg 25 1:1 0.5ng female + 0.5ng male
125pg 26 1:4F 0.8ng female + 0.2ng male
62pg 1:9F 0.9ng female + 0.1ng male
31pg 28 1:29F 0.95ng female + 0.05ng male
Control DNA 2800M 1:4M 0.8ng male + 0.2ng female
1:9M 0.9ng male + 0.1ng female
1:29M 0.95ng male + 0.05ng female

all amplified in duplicate
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Caseworks

13 samples from 5 crime scenes, amplified in duplicate

- GEDNAP 56 and GEDNAP 57
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General performance — depth of coverage
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General performance - interlocus balance

higher relative +60%
marker covergae
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General performance - intralocus balance
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General performance — concordance

CE: PowerPlex® ESX 17 System
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D12S391 - discordance

Length-bazed
Szmple IO Locus Dot String Sequence Data gn 5 Momenclature Sample M-con_D125391
T-can [[FEE] TE2E  GGOTGLATAGATAGATAGETAGATAGATAGATAGATAGAT AGATAGATAGAT AGAT AGACAGAC AGALCAL 18 D125391 [CE 12]- GRCh38-Chriz22a7008-124 sone
IM-can D253 276 GGATGCATAGGTAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAG 25 MovelSeq
I-can DI25331 76 GGATGCATAGGTAGATAGATAGATAGATAGATAGATAGATAGATAGETAGATAGACAGACAGACAGACA! 7 D125391 [CE F}GRCh3S-Chri12237008-123 2000
I-con Di25331 687  GRATGCATAGGTAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAG 24 D125391 [CE 24]-GRCh38-Chri2:12297008-12
M-can Di2g391 26 GRATGCATAGGTAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAG 2 MovelSeq =
I-con D253 157 GEATGCATAGGTAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGATAGACAGACAGACAL 7 D125391 [CE 7GRCh38-Chii2:12237008-123 eoco
I-can DI25331 a7 GGATGCATAGGTAGATAGATAGATAGATAGATAGATAGAT AGATAGATAGATAGAT AGATAGACAGACAL 18 D125391 [CE 13]-GRCh38-Chri2:12237008-123
I-con Di25331 Ell GGATGCATAGGTAGATAGATAGATAGATAGATAGATAGAT AGATAGATAGATAGAT AGATAGATAGATAG 23 D125391 [CE 23]-GRCh38-Chri2:12297008-12 Al
M-can Di2g391 k] GGATGCATAGRTAGATAGATAGATAGATAGATARATAGAT AGATAGATAGACAGACAGACAGACAGACA 1% D125391 [CE 18] GRCh38-Chri2122a7008-124 H
I-can DI25331 72 GGATGCATAGGTAGATAGATAGATAGATAGATAGATAGAT AGATAGATAGATAGAT AGATAGATAGATAG 25 MovelSeq ! agce
I-con Di25331 53 GGATGCATAGGTAGATAGATAGATAGATAGATAGATAGAT AGATAGATAGATAGAT AGATAGATAGATAG 2z MovelSeq
M.can D125391 45 GGRATGCATAGATAGATAGATAGATAGATAGATAGATAGAT AGATAGATAGATAGAT AGACAGAC AGAC AL 18 MovelSeq =
IM-can D253 7 GGRATECATAGGTAGGTAGATAGATAGATAGATAGATAGAT AGATAGATAGATAGAT AGACAGACAGACAL 18 MovelSeq aco
I-can DI25331 T GGATGCATAGRTAGATAGATAGATAGATAGATAGATAGAT AGATAGATAGATAGATAGACAGACAGACAL 181 MovelSeq
Di25331 1000
D125391 I I
D253 o =
G AT g g H
Di28391 Aletes
Di2g331
Determine Homenclature of Novel Sequence Return to 1at Marker | <—Previaus Marker | — Plext Markar—s Update Chart Data

[ 2ppy Strard Balance Trreshaid

Source: STRait Razor v3

Alle_ | Status Coverage Sequence Long Sequence Ref/# RSIds SNP/Indel Location Coverage%
1. | [ 9549 [AGATI11 [AGACE [AGAT]T D125391[CE18]-chr12-hg19 12449954-12450029 [AGAT]11 [AGAC]6 [AGATIT |
24 STUTTER | 1220 [AGATI15 [AGACI8 [AGAT]1 D125391[CE24]-¢hr12-hy19 12449954-12450029 [AGAT]15 [AGAC]S [AGAT]1 |
25 [ EEEEN [AGAT]16 [AGAC]S [AGAT]1 D128391[CE25]-chr12-hg19 12449954-12450029 [AGAT]16 [AGAC]8 [AGAT] |
251 | [ 1773 [AGAT]16 [AGACI8 AGAGT D125391[CE25.1}-chr12-hg19 12449954-12450029 [AGATI16 [AGACIB AGAGT IE'
D125391 AN ~ Analysis Settings z
5T Expected Allele Number: 1-2 Global Parameters )
10000 OL: L Left Anchor Length - 15
8000 Expected Alfefe(s) : [ Left Anchor Tolerance : 2
5000 Deviant(s): Right Anchor Length : 15
4000 Below PHR — Right Anchor Tolerance : 2
2000 Threshold (Coverage) : 2954 Use Forward Reads - Tiue
0 Allele(s): 24,251 Use Reverse Reads - Tiue
® B "?qf-’\ BST- STR Threshold



highest stutter: D12ATA63 (18,9%)

lowest stutter: THO1 (5,5%)
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Sensitivity - coverage
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Sensitivity — drop outs
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Locus Female contributor Male contributor AN
vWA
sequence-based long sequence-based sequence-based long-sequence based
. 13000
16000
I x u re S Penta_D ' 13 9 9 14000
12000
Penta_E 13,14 13,14 717 717 10000
= 2000
6000
D2S1338 19,25 19,25 17,21 17,21 4000
2000
D22S1045 11,16 11,16 11,15 11,15 0
AN OL PHR
TPOX 8 8 8 8
D552800
D251776 912 912 1 1
16000
14000 D13S317 10,11 10,11 11,12 11,12 9000
12000
8000
10000 S
3000 D21S11 29,31 29,31 29,322 29,322 e
6000 5000
4000 D3S4529 13,15 13,15 1317 1317 4000
2000 3000
0 D18S51 16,17 16,17 15,18 15,18 2000
> 1000
FGA 23,25 23,25 22,23 22,23 o -~ 3
D10S1248 15 15 13 13 AN [
D4S2408 9 9 89 89 ® D151656
9000
D1S1677 15,16 15,16 14 14 2000
7000
D12ATA63 12,19 1219 1213 1213 gggg
4000
DYS391 10 10 3000
S99 2000
1000
D19S433 14,152 14,152 13 13 0
2 N o
o7
D2S441 11,113 11,113 10,12 10,12
AN oL
D14S1434 13 13 10,13 10,13
® D151656
® D65474
14000 D5S2800 14 14 14,18 14,18
12000 25000
10000 D7S820 10,12 10,12 8,10 8,10 20000
8000
6000 D8S1179 1213 1213 1214 12,14 15000
4000 10000
CSF1PO 10 10 10 10
ZUUE 5000
o D1S1656 11,153 11,153 15.3,18.3 15.3,18.3 0
vWA 14,16 14,16 17 17
D6S474 14,17 14,17 14 14 AN
® D55818
D125391 19,22 19,22 18,25 18,25 ¢ D53818
12000 " - g :
12000
10000 D16S539 11,12 11,12 1113 1113 10000
8000
8000
6000 D6S1043 11,12 11,12 11,12 11,12
5000
4000 4000
10,13 10,1 10,11 10,11
2000 D5S818 013 3
. 2000
K 2 THO1 793 793 8,93 8,93 0
B N
D3S1358 14 14 1317 1317
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Mixtures — sequence-based

contributor 1

contributor 2

mix 1:1

Allele | Status | Coverage Sequence
29 . 5757 [TCTAJ4[TCTGI6 [TCTAJ3 TA [TCTAI3 TCA [TCTAJ2 TCCATA [TCTAJT 1
322 . 4694 [TCTAJS [TCTG]6 [TCTA]3 TA[TCTAJ3 TCA [TCTA]2 TCCATA [TCTA]12 TA [TCTAJ1
D21s11
7000
000
5000
4000
3000
2000
1000
0
o
P g
Allele | Status Coverage Sequence
29 EEES | 7930 [TCTAI6 [TCTG]5 [TCTAJ3 TA [TGTAI3 TCA [TCTAI2 TCCATA [TCTAI10

[TCTAJ6 [TCTG]5 [TCTA]3 TA [TCTAJ3 TCA [TCTAJ2 TCCATA [TCTAJ12

D21s11
9000
8000
7000
8000
5000
4000
3000
2000
1000
0
° <
Allele | Status Cove_. | Sequence
29 [EEOUERST | 2479 | [TCTAI6 [TCTG]S [TCTAJ3 TA[TCTAI3 TCA[TCTA2 TCCATA [TCTAI10
29 [IEBBNERS] | 3170 | [TCTAM [TGTGI6 [TGTAIS TAITGTAIS TCA[TCTAJ2 TGCATA [TCTAIT1
31 [EEOUEST | 2105 | [TCTAJ6 [TCTG]S [TCTAJ3 TA[TCTAJ3 TCA [TCTAJ2 TCCATA [TCTA]12
522 | [JEBONENSH 2525 | [TCTAIS [TCTGI6 [TCTAIS TAITCTAI3 TCA[TCTAJ2 TCCATA [TCTAI12 TA [TCTAIT
D21811

6000
5000
4000
2000
2000

1000

alleles

Allele | Status Coverage Sequence
14 | [EEOVESEN | 8280 [GGTAJ3 [GACAJ6 [GATAJ2 [GATT]3
18 » | [EEGHESE | 6500 [GGTAIS [BACAIQ [GATA]3 [GATTI3
D5$2800
9000
8000
7000
6000
5000
4000
3000
2000
1000
0
> ®
Allele | Status Coverage Sequence

[GGTAI3 [GACAT7 [GATAIT [GATTI3
[GGTAI3 [GACAJ6 [GATAI2 [GATTI3

D582800
16000
14000
12000
10000
8000
6000
4000
2000
0
kS
Allele | Status Coverage Sequence
14 | S | 2177 [GGTAI3 [GAGAT7 [GATAIT [GATTIS
12 | S | 5742 [GGTA]3 [GACAJ6 [GATAJ2 [GATT]3
18 v | [ EEOESE | 2857 [GGTAI3 [GACAIS [GATAI3 [GATTI3
D552800

2000
2000
7000
6000
5000
4000
3000
2000
1000

0

contributor 1

contributor 2

mix 1:1
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Mixtures — long sequence-based alleles

contributor 1

D6S474
Allele. Status Coverage Sequence Long Sequence Ref/Alt | RS Ids SNP/Indel Location Coverage% Quality 25000
14 4 EEOEST | 20428 [AGATIS [GATA] D6S474[CE14}chré-hg19 112879153-112879220 [AGAT]S [GATAIY &/ 20000
14 9257 {gi?ﬁﬂdg D65474[CE14}chr6-hg19 112879153-112879220 [AGATIS [GATAIY - - [ ] - 15000
10000
[AGAT]S D6S474[CE1 4lchrb-hg19 112879153-112879220 [AGATIS [GATAIY
10988 — _ 16.96
i [GATAI9 1128792416 40 || EHEIEED 000
0
>
D6S474
12000
Allele. Status. Coverage Sequence Long Sequence Ref/Alt RSId's SNP/Indel Location Coveraget Quality 10000
1. | EECESE | 11136 [AGATIS[GATAI9 | D6S474[CE14}-chré-hg1 9 112879153-112879220 [AGATIS [GATA]Y [ ] 8000
14 11116 lgiﬁ\j]g D6S47A[CE14}-chré-hg19 112879153-112879220 [AGAT]S [GATA] - - {3 [ ] - o000
4000
17 v | [ EEESE | 10630 [AGATIS [GATA]12 | D6S474[CE17}-chré-hg19 112879153-112879220 [AGATIS [GATA]12 [ ] 2000
0
.
mix 1:1
.
D635474
10000
Allele: Status Coverage Sequence Long Sequence Ref/Alt RS Id's SNP/Indel Location Coverage% Quality 8000
1. | EEOESE | 6919 [AGATIS [GATA] D6S474[CE14]-chré-hg19 112879153-112679220 [AGAT]S [GATAI . 6000
14 5676 {giﬁg D6S474[GE14lchré-hg19 112879153-112879220 [AGATIS [GATAI - - . ] - 4000
[AGAT]S D6S474[CE1 4lchrb-hg19 112879153-112879220 [AGATIS [GATAIY ~ 2000
D & [GATAJ9 1128702416 Q0 || ERUELD = I e
o
17 v | ST | 2248 [AGATIS [GATA] D6S474[CE17]-chr6-hg19 112879153-112679220 [AGAT]S [GATAI 2 [ ] L &
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Casework: GEDNAP

56 57
source contributor source contributor

PersonA blood male PersonA blood female
PersonB blood male PersonB blood male
PersonC blood female PersonC blood male

Stainl blood male Stainl blood male

Stain2 blood male Stain2 sperm male

Stain3 sperm male Stain3 blood 2x female; male

Stain4 blood 2x male Stain4 blood female; male
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Casework: GEDNAP

56 57
concordance
CE: PowerPlex® ESX 17 System
PersonA 100% PersonA 100%
PersonB 100% PersonB 100%
PersonC 100% PersonC 100%
Stainl 100% Stainl 100%
Stain2 100% Stain2 100%
Stain3 100% Stain3 100%
Stain4 100% Stain4 100%
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Casework: GEDNAP

56 57
sequence- Iong sequence- sequence- Iong sequence-
based based based based

PersonA +4 PersonA +2 +6
PersonB +5 PersonB +4
PersonC +1 +5 PersonC +3

Stainl +2 Stainl +1 +2

Stain2 +1 +5 Stain2 +1 +3

Stain3 +1 +2
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GEDNAP 56 - Stain 4 - 2x male

13 1 EEESR | 4203 [TCTA
1 | S 5385 [TCTAI® TCTGITCTAI
14 » | | EEEES | 5651 [TCTAJ11 TTTA[TCTAJZ
D25441
12000
10000
8000
G000 ,
L_ 4000
L Aed I
2000
:
> >
115 16 S 358 [TCTAIN [TCTGI2 [TCTANS
17 » | [ EENESE | 3585 [TCTAJ1 [TCTG]2 [TCTAJ14
17 v | GO 6858 [TCTAIN [TCTGI3 [TCTANS
18 B | 4792 [TCTA1 [TCTGI3 [TCTAJ14
D351358

12000
10000
2000
5000
N 4000

2000

=
H—:;——

=
=
=
==

0
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GEDNAP 56 - Stain 4 - 2x male

Allela Status Cove_. | Sequence Long Sequence ReffAlt] RS Id's SNP/Indel Location Coverage® Quality
11 v R 6975 | [AGATITT D5S818[CE11]-chr5-hg19 123111250-123111293 [AGATIT1 . |
12 .« [JEEBNE| 11257 | [AGATI12 | D5SB18[CE12)-chr5-hg19 123111250-123111203 [AGAT|12 [
12 6482 | [AGATZ | D5SB18[CE12}l-chr5-hg19 123111250-123111293 [AGAT]12 , - [ | -
D55818[CE12lchrb-hg19 123111250-123111293 [AGAT|12 °
12 4742 AGATINZ | o sree A/G | rs25768 * N 1832
13 v [EEBNE 3483 | [AGATI13 | D55818[CE13]-chrs-hg19 123111250-123111293 [AGAT]13 I/
D55818 AN: Analysis Settings
12000 Expected Allele Number: 1-2 Global Parameters
10000 OL: Left Anchor Length - 15
o000 Expected Aliele(s) - [6,7,8,9,10,11,12,13,14, 15,16, 17, Left Anchor Tolerance : 2
w000 18,19,10.1,11.1,12.1,12.3] Right Anchor Length - 15
2000 Deviant(s): Right Anchor Tolerance - 2
2000 Below PHR Use Forward Aeads : True

1}

4

R il

Threshold (Coverage) - 3377
Allele(s):

Use Reverse FAeads : Tue

STR Threshold
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GEDNAP 57 - Stain 3 - 2x female; male

13

195 235
D351358 D21811
20000 12000
15000 10000
8000
10000 6000
5000 4000
2000
f'\ A PR o o " ® ° A A JI'\ ’ p $ ’d
15] [16 ~ ~ ~ ~ ~ 4 <% o o
EERET oo p
3 = D8S1179 5 155 VWA
14000 10000
12000 8000
10000
2000 6000
6000 4000
4000
2000 2000
i 0 ,IL 0
2 2> » > X B ® N B 2
096y [l 64 04 e o] s ]
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Casework: mixtures

Traces Source Contributor DNA input
1 M9 swab (bottle) suspectl 62pg
burglary .
M10 cigarette butt suspect2 1ng
M11 cigarette butt mixture 1ng
2 M6 swab (blood on thumb) suspect 250pg
homicide
I« M7 blood (floor at crime scene) victim 1ng
M8 blood (knife's blade) mixture 62pg
3 M17 swab (handbag at crime scene) complex mix 250pg
robbery
M18 swab (body) suspect 1ng




Case 1l

LUDWIG-

MAXIMILIANS-
UNIVERSITAT
MUNCHEN

Institut fur Rechtsmedizin

Locus

Amel

D2S1338

D2251045

D21S11

D18S51

FGA

D10S1248

D19S433

D2S441

D8S1179

D1S1656

vWA

D12S391

D16S539

THO1

D3S1358

suspectl suspectl suspect2 suspect2
CE NGS CE NGS
XY XY XY XY
17,20 17,20 20,23 20,23
11,15 11,15 11,15 11,15
28,30 28,30 28,32.2 28,32.2
12,16 12,16 16,17 16,17
22,23.2 22,23.2 19,23 19,23
15,17 15,17 16,17 16,17
13,13 13,13 14,15 14,15
11,11 181N1I'} 10,16 10,16
15,16 15,16 13,14 13,14
13,14 13,14 11,12 11,12
16,17 16,17 16,17 16,17
15,21 15,21 22,25 22,25
10,13 15%33 9,11 g’,\ﬁ
7,7 7,7 7,9 7,9
15,18 15,18 16,18 16,18




Case 1l

LUDWIG-

MAXIMILIANS-
UNIVERSITAT
MUNCHEN

Institut fur Rechtsmedizin

Locus

Amel

D2S51338

D22S51045

D21S11

D18S51

FGA

D10S1248

D19S433

D2S441

D8S1179

D1S1656

VWA

D12S391

D16S539

THO1

D3S1358

suspectl suspectl suspect2 suspect2 mixture mixture
CE NGS CE NGS CE NGS
XY XY XY XY XY XY
17,20 17,20 20,23 20,23 17,20,23 17,20,23
11,15 11,15 11,15 11,15 11,15 11,15
28,30 28,30 28,32.2 28,32.2 28,30,32.2 28,30,32.2
12,16 12,16 16,17 16,17 12,16,17 12,16,17
22,23.2 22,23.2 19,23 19,23 19,23 19,23
15,17 15,17 16,17 16,17 15,16,17 15,16,17
13,13 13,13 14,15 14,15 13,14,15 13,14,15
11,11 11,11 10,16 10,16 10,11,16 10,11,16
SNP
15,16 15,16 13,14 13,14 13,14,15,16 13,14,15,16
13,14 13,14 11,12 11,12 11,12,13,14 11,12,13,14
16,17 16,17 16,17 16,17 16,17 16,17
15,21 15,21 22,25 22,25 15,21,22,25 15,21,22,25
10,13 ]'SONJ":? 9,11 g}i‘l‘é 9,10,11,13 9,10,11,13
7,7 7,7 7,9 7,9 7,9 7,9
15,18 15,18 16,18 16,18 15,16,18 15,16,18 |
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Case 1 - cigarette butt from the scene

_ D25441 Allele Stat_. Covera.. | Seguence Long Sequence
115
6000 10 » BBV 5333 | [TCTA0 D28441[CE10}-chr2-hg19 68239079-68239126 [TCTAI10
s000 14 | EEv 2419 [TcTAINM D25441[CE11]-chr2-ha19 68239079-68239126 [TCTAI1
4000
2000 1 1232 [TCTAIT1 D28441[CE11}chr2-hg19 68239079-68239126 [TCTAI1 -
2000 suspectl
D28441[CE11}-chr2-hg19 68239079-68239126 [TCTAI 11
1180
1000 1 [TCTAI e G/A
fk 0 16 » BBV 4417 | [TCTAINS TTTA[TCTAJZ D2S441[CE16]-chr2-hg19 68239079-68239126 [TCTAI13 TTTAITCTAIZ
L N |
Allele Status Caoverage Sequence Long Sequence
9 4 [EEGEST | 14380 [GATAl9 D165539[CE9}-chr16-hg19 86386308-86386351 [GATAID
O D165639 9 292 GATAID D165530[CES}-chr16-hg10 B6385308-86386351 [GATAJS B63B636T;
275 35 16000 [ 1 [CE9}-chr16-hg - I |
14000 9 suspect2 13867 [GATAIZ D168539[CE9]-chr16-hg19 86386308-86386351 [GATA9 B63B6298-G
12000
10000 10 4 EEES | 40 [GATA]10 D16S539[CE10]-chr16-hg19 86386308-86386357 [GATA10
8000
iggg 10 1126 [GATAlTO D165539[CE10)-chia6-hy19 86386308-86386351 [GATA]T0
2000 D16S539[CE, 16-hy19 86386308-86386351 [GATA]10
3157
) A ﬂ 0 | 10 suspectl [GATAITD T
Bl o[ 11 | S | 11801 [GATAIT1 D16S539[CE11]-chr16-hg19 86386308-86386351 [GATAIT1
13 » | EOEE | 3159 [GATAI13 D165539[CE13]-chr16-hg19 86386308-86386351 [GATAI13
-
L | D351358
15
14000 Allele Status Coverage Sequence
12000
10000 15 S | 4772 [TCTAI [TCTGI2 [TCTA]12
000 16 » | EECVESEN | 10185 [TCTAIT [TCTGI2 [TCTA]13
6000
000 18 S | 2247 [TCTAI [TCTEGIZ [TCTAJI4  suspectl
2000 18 v | [NEEOVERSEN | o878 [TCTAI [TETEI4 [TCTAI3  suspect2
N A o




LUDWIG-

MAXIMILIANS-
UNIVERSITAT

MONCHEN Institut fur Rechtsmedizin

Locus suspect suspect victim suspect
CE NGS CE NGS

Ame XX XX XX XX
D 3 22,25 22,25 22,22 22,22
D 04 11,14 11,14 11,16 11,16
D 29,31 29,31 30,31 30,31
D18 12,16 12,16 15,16 15,16
A 26,28 26,28 21,22 21,22
D10S1248 14,14 14,14 13,13 13,13
D19S4 13,13 13,13 13,13 13,13
D2S44 10,14 10,14 14,14 14,14
D8S1179 13,13 e 12,15 12,15

ISO

D1S1656 17.3,17.3 TE e 14,163 o
A 15,17 15,17 17,18 17,18
D12S39 17,19 17,19 18,18 TS
ISO

D16S539 12,12 12,12 9,11 gﬁé
0 7.8 7.8 7,9 7,9

D 3 17,17 17,17 14,17 14,17
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Locus suspect suspect victim victim mixture mixture
CE NGS CE NGS CE NGS
C
a Se 2 Ame XX XX XX XX XX XX
D 8 22,25 22,25 22,22 22,22 22,25 22
D 04 11,14 11,14 11,16 11,16 11,14,16 11,14,16
D 29,31 29,31 30,31 30,31 29,30,31 29,30,31
D18 12,16 12,16 15,16 15,16 12,15,16 15,16,17
A 26,28 26,28 21,22 21,22 21,22,26,28 21,22
D10 48 14,14 14,14 13,13 13,13 13,14 13,14
D19S4 13,13 13,13 13,13 13,13 13 13
D2S44 10,14 10,14 14,14 14,14 10,14 10,14
D8 9 13,13 li3s.33 12,15 12,15 12,13,15 12,13,15
D 656 17.3,17.3 l7§f\I]F.’7'3 14,16.3 143";"%3 14,16.3,17.3 14,16.3,17.3
A 15,17 15,17 17,18 17,18 15,17,18 15,17,18
D 9 17,19 17,19 18,18 1i85'ga 17,18,19 18,18
D16 9 12,12 12,12 9,11 9,11 9,11,12 9,11,12
’ ! ' SNP o T
0 7,8 7.8 7,9 7.9 7,89 7,8,9
—
D 8 17,17 17,17 14,17 14,17 14,15,17 14,15,17,17
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Case 2 - bloody knife from the scene

Josstavs
p po Das1179
4500
4000 Allele Status Coverage Sequence
3500
3000 12 TS | 2054 [TCTA]2 TCTG[TCTA]?
2500
2000 13 [EEOUEET | 1134 [TCTAJ1 TCTG[TCTAIT1
1500 suspect
1000 13 EEEE 115 [TCTA]2 TCTG[TCTAlTO
J\ 5“2 15 EEEE | 2295 [TCTA2 TCTGITCTAI12
A il
Allele Statu. | Covera.. | Seque.. | LongSequence Ref/AH RSId's
D163539 8 » | STUTT 1378 | [GATAIB | D16S539[CEB|-chr16-hg19 B6386308-86386351 [GATAIR
275 75 14000 9 . | [EEEBY: 12376 | [GATA]9 | D16S539[CE9]-chrl6-hg19 B6386308-86386351 [GATAJD
Esgg 9 318 [GATAI9 | D168539[CE9]-chr1g-hg19 B63B6308-86386351 [GATAR | -
2000 o D165539
e000 9 victim 11849 | [GATAI9 86386367-C A/C
4000 10 » | STUTT 1478 | [GATA]10 D16S539[CE10]-chr16-hg19 86386308-86386351 [GATA]10
2000
i 0 11 » | [EEE: 7218 | [GATAI11 D16S539[CE11}-chr16-hg19 86386308-86386351 [GATAI11
i J'Ix N 12 v | [ 1370 [GATAI12 D165539[CE12]-chr6-hg19 86386308-86386351 [GATAI12
B @b
= Allele Status Coverage Seguence
osstss D351358
e 12000 13 STUTTER 1724 [TCTAI1 [TCTGI2 [TCTAIO0
10000 14 » | EEGUEESEN 10633 [TCTAJ1 [TCTGJ2 [TCTAI11
8000 15 RS | 1537 [TCTA1 [TCTG]1 [TCTAI13
G000
2000 16 » STUTTER 1907 [TCTA]1 [TCTGI1 [TCTAl14
2000 17 EEGEST | 1741 [TCTAN [TCTGI2 [TCTAI14  suspect
ul A A A 0 17 v | [ ECUESE | 7004 [TCTAIN [TCTGI [TCTAIS victim
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Locus suspect suspect
CE NGS
Ca se 3 Amel XY XY
D2S1338 19,24 19,24
D2251045 15,15 15,15
D21S11 32,32.2 32,32.2
D18S51 14,17 14,17
FGA 25,26 25,26
D10S1248 13,14 13,14
D19S433 15,15.2 15,15.2
D25441 10,11.3 10,11.3
D8S1179 10,15 10,15
D1S1656 12,173 e
VWA 16,16 16,16
D12S391 18,22 18,22
D16S539 9,11 9,11
THO1 6,6 6,6

D3S1358 17,17 17,17
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Locus suspect suspect mixture
CE NGS CE
C 3
ase Amel XY XY XY
D2S1338 19,24 19,24 17,19,20,23,24,25
D22S1045 15,15 15,15 11,15,16
D21S11 32,32.2 32,32.2 29,30,31.2,32,32.2
D18S51 14,17 14,17 12,13,14,15,16,17
FGA 25,26 25,26 19,20,22,23,25,26,27,28
D10S1248 13,14 13,14 12,13,14,15,16,17
D19S433 15,15.2 15,15.2 13,14,14.2,15,15.2,16
D2S441 10,11.3 10,11.3 10,11,11.3,14,15
D8S1179 10,15 10,15 10,11,12,13,14,15
D1S1656 12,17.3 123’;?3 12,15,16,16.3,17.3,18.3
VWA 16,16 16,16 15,16,17,18,19
D12S391 18,22 18,22 17,18,21,22,23
D16S539 9,11 9,11 9,11,12,13
THO1 6,6 6,6 6,7,9,9.3

D3S1358 17,17 17,17 14,15,16,17




o

ol 1] 2l Elé Fi

[z 31 (sl sl el [z
&

Bl

[0

Iﬁ!&lﬁllﬁ!@

# 8
g E
= 12
- == HEl
<= A‘@
==
<[z = ﬁmm
{5 ]\MM [F
] 18]
- =
H=]
=
==z
<
m 4 = <=
o — Am e E) =H=]
© —i3 16
(D) —iE —= =i[F
m 4 =z
)
i)
(= .
(& ° 1 4
iz
= =3
: -8
- f= g
= . = ={="™ b
= . == —iE
-+ 1 = —1=
(7)) = =@
n ——H =
N —E b
—i{= = ]
. =
@, . 5 = ] =
< -
™ = == =
v - oW == 5
Oy 2 ==i{g 2 —E] b
SZug il ———— ffl ——=F &
a%XZZ i S = &
SR 1 r N !
- ) —_— m .“ =] u -
fd -, o
EEgEEE- m 8§ 8 ° W EEEEEC 2 -
T 8 m = g
? o =




LUDWIG-

MAXIMILIANS-
UNIVERSITAT

MUONCHEN Institut fur Rechtsmedizin

Locus

Case 3

Amel

D2S1338

D2251045

D21S11

D18S51

FGA

D10S1248

D19S433

D2S441

D8S1179

D1S1656

VWA

D12S391

D16S539

THO1

D3S1358

suspect suspect mixture mixture
CE NGS CE NGS
XY XY XY XY
19,24 19,24 17,19,20,23,24,25 17,19,24
15,15 15,15 11,15,16 11,15,16
32,32.2 32,32.2 29,30,31.2,32,32.2 29,29,30,31.2,32,32.2
14,17 14,17 12,13,14,15,16,17 12,13,14,15,16,17
25,26 25,26 19,20,22,23,25,26,27,28 19,20,21,22,23,24,25,26
13,14 13,14 12,13,14,15,16,17 12,13,14,15,16,17
15,15.2 15,15.2 13,14,14.2,15,15.2,16 13,14,14.2,15,15.2,16
10,11.3 10,11.3 10,11,11.3,14,15 10,11,11.3,14
10,15 10,15 10,11,12,13,14,15 10,11,12,13,14,15
12,17.3 123’;;'3 12,15,16,16.3,17.3,18.3 12,12,14,15,16,17.3
16,16 16,16 15,16,17,18,19 15,16,17,18
18,22 18,22 17,18,21,22,23 17,18,18,22
9,11 9,11 9,11,12,13 9,11,12
6,6 6,6 6,7,9,9.3 6,9,9.3
17,17 17,17 14,15,16,17 15,16,17,17,18
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MONCHEN Institut fur Rechtsmedizin

Case 3 - swab from a handbag

s D125391 Alele | Status Coverage Sequence
il 600
s 17 STUTTER 86 [AGATI10 [AGAC]S [AGATIT
400 17 RS 135 [AGAT]11 [AGAC]5 [AGAT]T
300 18 187 [AGAT]10 [AGAC]T [AGATI
200
m 18 [ ERE T R [AGAT]11 [AGACIE [AGATT  Suspect
100
- ol AL g 22 EETEE | 204 [AGAT]1Z [AGACI10
il 02l g il k2l B3] ° A o
w N q‘f‘,
0 —
155
D151656 Allele Status Coverage Sequence
4000 12 v | S 1202 [TAGAT11 [TAGG]T
3500
3000 12 v | | EEESE 1730 [TAGA12 suspect
2500
2000 14y 1260 [TAGAI13 [TAGGIT
1500
] <000 15 v | RS 3599 [TAGAI14 [TAGGIT
)
" IJ"'I = : I"A'I IJ:EI oL 5“3 16 » | EECIESTIN | 651 [TAGAJ15 [TAGG]T
12( [13] [14) [15] |16 17.3]
! ﬁ,_“%j 173y | RS | 1524 [TAGAA [TGAIN [TAGA]12 [TAGG]T
| — Allele Status Coverage Sequence
bsws
m D3s1358 15 STUTTER | 858 [TCTA1 [TCTGJ2 [TCTA]12
8000 -
7000 J 15 EEEST | 1518 [TCTA1 [TCTG]1 [TCTAJ13
6000 1 16 STUTTER 1307 [TCTAIT [TCTGI3 [TCTAI1Z
5000 -
4000 - 16 » | ST 315 [TCTAI1 [TCTG]2 [TCTAJ13
3000 -
2000 J 17 T o2 [TCTAIT [TCTGI2 [TCTAI14
. o j\ ﬂ 1000 - 17 EEEST | 5959 [TCTAI1 [TCTG]3 [TCTAJ13 suspect
0-
0] o o R

»® 18 1875 [TCTAI1 [TCTG]3 [TCTA]14
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Case 3 - swab from a handbag

Allele Status Coverage Sequence Long Sequence Ref/alt| RS Id's SNP/Indel Location Coverage% Quality
11 | S =375 [AGATIT1 D5SB18ICE 1]chr5-hg19 123111250-123111293 [AGATIT1 ]
124 | EEOUESTN | 458 [AGAT2 D5SB18[CE12}-chr5-hg19 123111250-123111293 [AGAT]12 ]
12 349 [AGATIIZ D5S818[CE12]-chr5-hg19 123111250-123111293 [AGAT12 - - L [ -
| = suspect T (AoATIIZ DSSBIBICE 12l chro-hg19 123111250-12311 1293 [AGATITZ o s e o T
1231113066
13« | EEOUEISTN | 2851 [AGATI13 D5S818[CE13] chr5-hg19 123111250-123111293 [AGATNZ o |
1 2840 (AGATI3 D5S818[CE13l-chri-hg19 123111250-123111293 [AGATI13 G | rezs768 e - 1002
123111306G
D55818 AN: Analysis Settings
000 Expected Allele Number =12 Global Parameters
6000 oL: Left Anchor Length - 15
5000 Expected Allele(s): [6,7,8,9,10,11,12,13,14,15,16,17, Left Anchor Tolerance - 2
4000 18,19,10.1,11.1,12.1,12.3] Right Anchor Length : 15
3000 Deviant(s): Right Anchor Toierance - 2
2000 Below PHR Use Forward Reads - True
mz Threshold (Coverage) - 1937 Use Reverse Reads : True
Allele(s) : i STR Threshold "
Allele Status Coverage Sequence Long Sequence Ref/Alt| RS Id's SNP/Indel Location Coverage% Quality
14 4 | EEOUEST | 4771 [AGAT]5 [GATA] D6S474[CE14}chi6-hg19 112879153-112879220 [AGAT]S [GATAY [ ]
14 1045 {gﬁﬂg D6S474[CE14]-chr6-hg19 112879153-112879220 [AGAT]S [GATAIY - L ] -
[AGATIS D6S474[CE14]-chré-hg19 112879153-112879220 [AGATIS [GATAID ] - .
14 suspect 3659 [GATAlD AR A/G | 1562414880 I L | 1422
15 » | TS | 82 [AGAT]5 [GATA] D6S474[CE1S}chrb-hg19 112879153-112879220 [AGAT]S [GATAIT0 I
16 » | S | 3836 [AGAT]S [GATA] D6SA74[CE1 6F-chré-hg19 112879153-112679220 [AGATIS [GATAIT1 | —|
17 v | S | 854 [AGAT]5 [GATA] D6S474[CE17}chrb-hg19 112879153-112879220 [AGAT]S [GATA]1Z I
18 » | EEOVEST | 3468 [AGATIS [GATA] D6S474ICE18] chré-hg19 112879153-112679220 [AGATIS [GATAI3 |
D6S4T4 Deviant(s): Analysis Settings
5000 Below PHR Global Parameters A
Threshold (Coverage) : 1431 3
5000 Left Anchor Length - 15
Allefe(s) 15,17
4000 Left Anchor Tolerance - 2
2000 BST Right Anchor Length : 15
2000 Threshold (Coverage) : 719 Right Anchor Tolerance - 2
+o00 Allele(s) : Use Forward Reads : True
oG- Use Reverse Reads - True

Expected Value: STR Threshold
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Casework: cold cases

Source DNA input DNA input
(large) (small)
1 CC1 stamp not 7pg
burglary/ (V) determined
homicide
(90s) CcC2 stamp 7pg 62pg
(V)
CC3 stamp 7pg 15pg
(V)
Ccca stamp 31pg 250pg
(V)
2 Cc9 piece of 15pg 31pg
homicide (80s) evidence (C)
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Locus

Ame

D2S1338

D2251045

D21S11

D18S51

FGA

D10S1248

D19S433

D2S441

D8S1179

D1S1656

VWA

D12S391

D16S539

THO1

D3S1358

c1 c1 c2 c2 c3 c3 ca ca c9 co
CE NGS CE NGS CE NGS CE NGS CE NGS
X),Y XY XY XY XY XY XY XY XX XX
- - (17) 17,23 17) (23) 17,23 17,23 20,25 20,25
(15) - (14,15,16) 15,(16) (15,16) 15,(16) 15,(16) 15,16 15,17 15,17
(30) - 29,30 29,30,(31.2) (29) (30) 29,30 29,30 28,33.2 (28),33.2
- - (13,16) 13,16 (13,15,16) (16) 13,16 13,16 14,18 14,18
- - (22),24 22,24 (24) 22,(24) 22,24 22,24 20,21 20,21
(15) - (13,15) 13,15 (13,15) (13,15) 13,15 13,15 13,14 13,14,(16)
- - 13,14 13,14 - 13 13,14 13,14 12,14 12,14
(12,14) - (12,14) 12,14 (12,14) 12 12,14 12,14 10,11.3 10,11.3
- (13) 12,(13) 12,13 (12,13) 12 12,13 12,13 12,12 12,12
(12) - (12),15 12,15 (12,15) (11,12,15) 12,15 12,15 11,16 11,(16)
(18) (16,18) 16,18 16,(18) 16,18 16,18 16,18 16,18 15,20 15,20
(17,19) - (17,19,20) 17,19 (17,19) (17,19) 17,19 17,19 20,24 20,24
- (12) (11,12) 11,12 (11,12) 11,12 11,12 11,12 (12),13 12,13
(9.3) - 6,9.3 6,9.3 6,9.3 (6,9.3) 6,9.3 6,9.3 7,93 7,93
- - 16,17 16,17 16,17 (16,17) 16,17 16,17 14,14 14,14
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‘ :a Se :I AMELX o) AMELY o CSF1PO @ D1051248 ] D12ATA63 & D125391 & | ep13s317 o D1451434 o
25000 16000 8000 6000 5000 7000 4000 7000
14000 7000 5000 6000 3500 6000
20000 12000 6000 2000 4000 5000 3000 5000
15000 10000 5000 3000 4000 2500 2000
8000 4000 3000 3000 2000 2000
10000 6000 3000 2000 2000 2000 1500
5000 4000 2000 1000 1000 1000 2000
2000 mﬂg _ m“g , 5 500 1000
0 o o B o o
~ ~ L oA ~ PN AN N PRI Y 2 Py RN
AN 0L PHR__Bs] AN 0L PHR kST AN 0L PHR 8]
D165539 L] D18551 ] D195433 ] D151656 o] D1S1677 & D21511 % D22S1045 % D251338 L]
12000 5000 4000 6000 4000 2500 1800 2500
3500 3500 1600
10000 4000 50003 5000 P 2000 1400 2000
8000 4000 1200
3000 2500 e 1500 1000 1500
6000 2000 3000 2000 800
2000 2000 iggg 2000 1338 1000 600 1000
2000 1000 1000 500 400 500
500 . 500 I 200 |
o i N o | - B o o ol
RSN R e LN RN [Nt RSN ®op P NN NP o g
AN Ol PHR__BST AN 0L PHR__BST ANl PHR__BST
D251776 o D25441 o D351358 o D354529 o D452408 1+ D552800 Lo ® D55818 o D651043 &
4500 5000 12000 6000 8000 7000 8000 14000
4000 7000 6000 7000 12000
=00 A0 e o 6000 5000 B0 10000
3000 8000 4000 5000
2500 3000 5000 4000 8000
2000 6000 3000 4000 3000 4000 5000
2000 3000
1500 4000 2000 3000
2000 2000 4000
1000 1000 2000 1000 2000
e 1000 000 1000 2000
o 0 0 o] o 0 0 o
» R RogNg N R ~¥ v @ 9 > < AN R RN
AN O PHR__BST AN oL PHR___BST
D65474 o D75820 o D8sS1179 o DYS391 o FGA & Penta D £* Penta_E L] SRY =
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T 1 2000
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THO1 & TPOX @& Yindel o vWA @
12000 4500 6000 6000
4000
10000 3500 5000 5000
8000 3000 4000 4000
2500
6000 500 3000 3000
2000 1500 2000 2000
1000
2000 o0 1000 1000
Ll o 0 0 0
& - = " SRS
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Conclusions and plans:

easy workflow

reliable results

| =7
more casework ':’ I-\-{-
&

fig.1 G-Nome Construction

Source: Pinterest
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