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QuantStudio 12K Flex > et 12K Fox Softwaredt 56 HA LR E R

g M Start > All programs > Applied Biosystems >

£ “Experiment” TEY “Create”.

3 QuantStudio™ 12K Flex Software v1.2.2 CEx

File Edit Analysis  Tools Help
[E] New Experiment + [ Open... [ | L § 4 Create s a

QuantStudio™ 12K Flex
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s Ry W Create from 22 DigitalSuite
np Template Software

HN “Setup” THY “Experiment Properties” R H-.

8 QuantStudio™ 12K Flex Software v1.2.2
File Edit Instrument Analyss Tools Help

[5] New Experiment + (5 Open... |l Save - 5 Cose I Import.. + 49 Create side... {2 Print Report...

E] Experiment: 2014-11-25 143156 Reagents: TagMan® Reagents

Type: Standard Curve

’*‘ How do you want to identify this experiment?

* Experiment Name: [2014-11-25 143156 | comments:

\, Setup

Barcode: |

UserName:‘

|v 384-Well ‘ [ Array Card ] [ 96-Well (0.2mL) ] [ Fast 96-Well (0.1mL) ]

® (7 ‘Standard Curve \ [ e e ] [ Comparative Gt (AACT) ] [ Melt Curve ]
@ [ High Resolution Melt ] [ Genotyping ] [ Presence/Absence ]
| 1 i i Which reagents do you want to use to detect the target sequence?
[ TagMan® Reagents | [ SYBR® Green Reagents ] [ Other ]

e
"E What properties do you want for the instrument run?
PR—— | [ Standard ] [+ Fast |
A

HINSCIE ZFR (Experiment Name).
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#@ QuantStudia™ 12K Flex Softwarev1.2.2 ! - - > . B - —
Fle Edit Instrument Analysis Tools Help
[E] New Experiment - | 55 open... [ Save - E5 §I05e| Eﬁ Import... ~ ) Crea & Print Report...

B Experiment: 2014-04-29 102946 Type: Standard Curve
2 How do you want to identify this experiment?
; g * Experiment Name: |2014-04-29 10294§ - Comments:
Barcode:
_.Properties Usar Name:

Define

1% 3FBlock KA,

Which block are you using to run the experiment?

( 384-Well J { Array Card | [+ 96-Well (0.2mL) | [ Fast 96-Well (0.1mL)

: v Standard Curve | [ Relative Standard Curve ] { Comparative Cr (AACT) ] [ Melt Curve ]

l High Resolution Melt J { Genotyping ] { Presence/Absence ]

EEFRFFE . TagmaniR §t £ & HF “Tagman Reagents”, SYBRZ R % ik #%
“SYBR Green Reagents”,

Which reagents do you want to use to detect the target sequence?

[v TagMan® Reagents ) | SYBR® Green Reagents ] (. Other J

|_./ Standard 1 [ Fast J

T “Setup” THY “Define” Rl, wEEERZMR (Target) & &R
(Sample).

File Edit Analysis Tools Help

[E] New Experment +  [F Open... [d Save ~ [ Cose [if) Import.. - 43 Create Side... £} PrintRepart...

E] Experiment: 2014-11-25 143156 Type: Standard Curve Reagents: TagMan® Reagents

U'\ setup

Target Name Reporter Quencher Color Sample Name Color
Experiment
Propert Target 1 FAM + [NFQ-MGB v |. v‘ Sample 1 | v
Assig!
Run Method

£ “Targets” T =T “New”, FMFEFMERE. £ “Target Name” HiRiEEEH
fR; “Reporter” 1 “Quencher” HFiEFEMIRICH R AERARERER. ST
“Quencher” HIE#E, MR EMGBIRE, FEENFQ-MGB; 1R 2TAMRAR
£, IHEFETAMRA; MR I2EMFRBIERAZRERFNEE “None”,
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Targets

e Save to Library Irnport from Library
Target Mame Reporter Quencher Color
RNaseP FAM v |NFQ-MGB - _ -

£ “Samples” T=&F “New”, FMEFNHER. £ “SampleName” HimiEHmA
FRo

Samples
e Save to Library Irnport from Library Dalate
Sample Name Color
Sk -
10K -

i%3E “Setup” THY “Assign” FE, HREHMIR.

FMARFRESERIEERNEIL, REAELMHERRER, REE “Task”
IR P HEE 1% R FLRY S AL (Sﬁr‘fh/ﬁnn, URRARFIFAR, NARBHXTERD.

File Edt Instrument Analysis Tool Help

[&2] New Experiment -‘ 5 open.. Il Save~ 5 Quse‘ E) Import... ~ &8 Create Slide... £ Print Report...

E] Experiment: 96-Well Standard Curve Ex. Type: Standard Curve Reagents: TagMan® Reagents
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Biological Groups

wERERLZ: FRARRRESEREERNL (—RBEAT, BIMHERER
LZAEFD, MEDRAEMBMER, &£ “Task” EHIHIEEFES, HAE “Quantity”
PN ERE. EE DRRME, TRREHSEMRESIRE BREEDS
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5. ##F “Setup” THY “Run Method” RiH, HiBTITHRME.

Run Method

Reaction Volume per Wel: 50 | L llip— %A&E‘Z%ﬁ
. Setup
Experiment
Properties
Collect Dsta W Open Run Method Save Run Method
Define
Assign Hold Stage PCR Stage
Number of Cycles: 40
[} Enable AutoDelta
Starting Cycle: 1
P 100 *C—]
O 95.0 °C 95.0 °C
o Bt
e
75 *C—| 1'%1 °C/s
.05 °Cfs B P N T ]
Export 50 °c_]
25 °c_| v pe
A BRIEE S RE
o'
Step1 Step1 Step2
<
Legend
[ Data Collection On ~ = Data Collection Off A AutoDelta On A AutoDelta Off

6. EFE “Run” TH) “Amplification Plot” #R@, st “Save As” REXH, AREsS
& “Start Run” FEIE1T.
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Run Status: Not Started
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Temperature Plot

Amplification Plot L2 8

Run Method A : m ﬁ

Motification
Settings

B 7 1
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7. LWEBITERE, #HAN “Analysis” JRil, mEA LA “Analyze” RS ETE
HEEMER,

ﬂ| Experiment: 9

o 8 2 R

Amplification Plot

Plot Settings
Plot Type: ARn vs Cycle = | Graph Type:log = Plot Color: Well - v B OB =
Save current settings as the defaukt 2 3 4 5 7 8 9 10 11 12 |
A P A ) B B E » 5
A39999393395
Amplification Plot
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Multiple Plots View

Standard Curve
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Cycle

gt
A B MiC Mo Me lNF Hc WH 0K |k | 10K | 1K 1K | MK | 1K | MK | 1K | K 10K | K
=o' |m u] o m o . U]
Options |
Target: RNaseP » Threshold: [V] Auto 0.145882 Auto Baseline = 108 10K 10K 10K 10K 105 10K 10K 10K 10K

0K |
B Hlm @ oD o @ m mm|mm
Show: [¥] Thrashold — [| Baselne Start: Wel M Target & Baselne End: Wel B Target

weis: [[] 72 E 20 0] 4 0 Empty

A Well Summary: In Plate: 96 Set Up: 96 Anatvaed: 96 Flagged: 0 Omitted by Anahyss: 0 Omitted Manualy: 0 Samples Used: 2

Targets Used: |

71 REBEBEAMEELZ: WERIAMER “Auto” THEEESNEERLZM HEZ. TEH
Bk Eik: RBFEEETEFENEMRA, Eshowim “Threshold” & “Baseline” %%
8. igphkE LS HIBERNNELEEMHELZ. fREFhREELMEE
%%, MAE#E “Auto” HIAIE, #HITFENET.
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Options
Target: RNaSeP v Threshold: [¥]Auto |0.145882 | [7] Auto Baseine
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Options [! \
Target: :RNaseP v: Threshold: Auto ;0.145832 — 0 i

Show: [¥] Threshold — [V] Baseline Start: Well m Target & Baseline End: Well 'MW Target .

-

EEMERLZ: BEUEN “Target” REFEFHEE. EfGRRYIENER. R2E

KFAREMZ R BIE S S EFsh B RE, #iE0.99L L.
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Plot Settings

BIRA R 3R F4REE

Standard Curve .

Target RNaseP

EENEEENER

Plot Color Target )

| ] Save current settings as the default

Analysis
Amplification Plot
Multicomponent
Plot

Raw Data Plot

QC Summary

Multiple Plots View

Cr

P L an kKR

Standard Curve

2075 4
2050 {
2025 4
20.00 ¢
2875 1
28.50 1
28.25 ¢
28.00 1
27.78 4
27.50 1
27.25 14
27.00 4
28.75 4
26.50 ¢
2625 1
26.00 1

25.75 1 .
0000
Quantity

Target: RNaseP Slope: -3.212 Y-Inter: 39.787 El, 0.997 Eff%e: 104.787 |Error: 0.043

STFSYBR GreensZis, AL “Melt Curve” REHEEISHRRIZ.

Melt Curve Plot

Plot Settings

Plot |Derivative Report... » | Target |all

|| save current settings as the default

w | Color |[Sample -

£ £ B = B =
Melt Curve Plot

24

Derivative Reporter (-Rn’

0e

04

Legnn

Temperature (*C)

’V- Sample 1

EE “QC summary” £R: RNFAREAERERLN, SHAERRC=ARET,
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HF1L KETE—MBER, 2 KREAMIFR, LAEEHE., FHESRBRAERATLL
£ “Flag Details” $&EEF.,

Fie Edit Instrument Analyss Tools Help

[i£] New Experiment - | 25 open... [ Save ~ EJ Close ;r; Import... - & Create Side... &) Print Report...

Type: Standard Curve Reagents: TagMan® Reagents inalyze Analysis Settings ‘2,

Analysis

Amplification Plot

| 9 | w0 | 11 12
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Plot

Raw Data Plot

HMultiple Plots View

Standard Curve
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Flag: Description Freque... | Wells
[AMPNC n negative control c12 - S | |
BADROX Bad passive reference signal . .
OFFSCALE _[Fluorescence is offscale y 3
CRTAMPLL.. |High reltive ampltude A Nmpw i Ao im| [0]
CRTNOISE _ |High relstive noise
HIGHSD High standard deviation in replicate g...
o HO5355555555

OISE [Noise higher than others in plate

PIKE Noise spikes

OSIGNAL _ [No signal in well o - ” . o ’ ”
OUTLIERRG _[Outier in rephcate group
B (2 (W (20 W S = 2 S
BLFAIL Baseline algorithm faled
THOLDFAIL _[Thresholding algorithm faled A
CTFAL Cr al d - .

11 1l EMENEDED =
Flag: AMPNC—Ampification in negative control 7
Flag Detail: A sequence ampified in a negative control =
reaction.
Fiag Crteras 1 <350 2 ot BRI TR (2 @ 8 B8 a8 a8 a &s8
Flagged Wells: C12
View AMPNC Troubleshooting Information =il

10K 1K 1K 10K 10K 1K 1K 10K 10K MK 10K | 10K
Flme IS ms m ms | m o
: 7 FEF L
£ “Export” FE MRIEFES o
| Auto Export Format : QuantStudiol2KFlex - Export Data To: @ One Fie Separate Files ¥ Open fie(s) when export is complete

Export File Location: D:\Applied Biosystems\QS 12Kiexperiments Export Fle Name: :andard Curve Example_QuantStudio_export | Fie Type: [F (=txt) =

EHERAAE

Select Content
Al = well Well Position Omit Sample Name Target Name Task Reporter
TI AN Flelds 141 ] 5K RhaseP UNKNOWN FAM NFC
7] Wel 242 ] 5K RhaseP UNKNOWN FAM NFC
343 ] 5K RhaseP UNKNOWN FAM NFC
[¥] Wel Postion 4 A4 5K RhaseP UNKNOWN FAM NF(
5A5 ] 5K RhaseP UNKNOWN FAM NFC
¥] Ome: 6 A6 5K RhHaseP UNKHOWN FAM NF(E
. 747 ] 5K RhaseP UNKNOWN FAM NFC
B Swrvie Nae B8AB | 5K RitaseP UNKNOWN FAM NFC
V) Target Name 9A9 5K RHaseP UNKNOWN FAM NFC
10A10 5K RhaseP UNKNOWN FAM NEC
V) Task E 11A11 | 5K RNaseP UNKHOWN FAM NFC
12A12 ] 5K RiaseP UNKNOWN FAM NFC
V] Reporter 1381 ] 5K RhaseP UNKNOWN FAM NFC
1482 5K RhaseP UNKNOWN FAM NFC
Bl Quencher 1583 ] 5K RhiaseP UNKNOWN FAM NEC
gcT 1684 ] 5K RhaseP UNKNOWN FAM NFC
1785 ] 5K RhaseP UNKNOWN FAM NFC
4| Ct Mean 1886 5K RNaseP UNKNOWN FAM NFC
1987 ] 5K RhaseP UNKNOWN FAM NFC
vjceso 2088 ] 5K RhaseP UNKNOWN FAM NFC
2189 5K RhaseP UNKNOWN FAM NFC
] Quantty 22810 5K Rhtasep UNKHOWN FAM NEC
¥] Quantty Mean 23811 ] 5K RMNaseP UNKNOWN FAM NFC
24B12 5K RhaseP UNKNOWN FAM NFC
7] Quantty SD 50 5K RhaseP UNKNOWN FAM NFC
60 5K RMaseP UNKNOWN FAM NFC
V] Automatic Ct Threshold 2763 ] 5K RNaseP UNKNOWN FAM NFC
2804 ] 5K RhaseP UNKNOWN FAM NFC
B Thewsiod! 20¢s ] 5K RiaseP UNKNOWN FAM NFC
7| Automatic Baseine 30 6 5K RNaseP UNKNOWN FAM NFC _
My 1 W DM3zead TIMKROWATM cam NES
¥ Garabnn o Zl| L] | *

Start Export Save Export Set As Load Export Set D e Export
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