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INTRODUCTION NEW FEATURES

Applied Biosystems™ GeneMapper™ |D-X Software v1.7
continues the proven legacy of trusted analysis algorithms while
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MATERIAL AND METHODS RESULTS CONCLUSION
Verification and validation of GeneMapper ID-X v1.7 (GMID-X) GeneMapper ID-X Software v1.7 can open, read, and re- GeneMapper ID-X Software v1.7 can be used to process
were performed according to SWGDAM Validation Guidelines analyze project and settings files from GeneMapper ID-X sample files generated on all HID CE instruments, including
for DNA Analysis Methods (SWGDAM, December 2016) and Software v1.1 through v1.6. the new SeqgStudio Flex, and with all PCR amplification Kits.
the FBI Quality Assurance Standards (QAS, July 2020). The same results for sizing, genotyping, profile comparison,
3,146 samples and >160,000 genotypes from multiple and mixture analysis were obtained using GeneMapper
Four models of computer were used for verification, with 16-32 chemistries were analyzed in GeneMapper ID-X Software v1.6 ID-X Software v1.6 and v1.7. All new features and updates
GB RAM and Windows 10 and Windows 11 OS. and v1.7. The v1.6 data was analyzed with v6X panels and to GeneMapper ID-X Software v1.7 were successfully and
bins; the v1.7 data was analyzed with v/X panels and bins. correctly implemented without deleterious effects on other
Instrument compatibility of GeneMapper ID-X v1.7 was tested There was 100% concordance of peak sizes, heights, data software functionality.
with the following instruments: points, and allele calls between data.
« SegStudio™ Flex Series Genetic Analyzer Innovative features were integrated to allow for easier use
» SegStudio™ Genetic Analyzer 94 samples from Applied Biosystems™ GlobalFiler™ IQC PCR and streamline sample processing.
* Applied Biosystems™ 3730 Genetic Analyzer Amplification Kit, run on the 3500xL instrument, were analyzed
« Applied Biosystems™ 3500 / 3500xL Genetic Analyzer with GeneMapper ID-X Software v1.7 on Windows 10 OS and For more information visit: thermofisher.com/gmidx
* Applied Biosystems™ 3130 / 3130xI Genetic Analyzer GeneMapper ID-X Software v1.7 on Windows 11 OS. There
 ABI PRISM™ 3100-Avant™ / 3100 Genetic Analyzer was 100% concordance of peak sizes, heights, data points,
« 310 Genetic Analyzer and allele calls between data analyzed with GeneMapper ID-X | earn more about
Software v1.7 on Windows 10 OS and GeneMapper ID-X
The following tests were performed: Software v1.7 on Windows 11 OS. Gen eMap per ID-X
 Backwards compatibility of projects and settings from v1.7 here:
GeneMapper ID-X v1.1 to v1.6 with v1.7 All new functionality worked as expected in testing, with correct
» Sizing and genotyping concordance — peak sizes, heights, results given in all test cases.

data points and allele calls compared between GeneMapper
ID-X Software v1.6 and v1.7

* Functional testing of all new features in GeneMapper ID-X
Software v1.7
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