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Array protein coding content : RefSeq
Genes (transcript clusters) 44,699 Ensembl

UCSC (known genes and lincRNA transcripts)
UEIEEIS 245,349 Vertebrate Genome Annotation (Vega) database
Exons 560,472 Mammalian Gene Collection (MGC) (v10)
Exon clusters 296,058 www.noncode.org

INncRNA db
Broad Institute, Human Body Map lincRNAs and TUCP catalog

Array non-protein coding content

Genes (transcript clusters) 22,829 %
TTanscripts 40,914 Sensitivity >1:100,000 (1.5 pM)
Exons 109,930 Correlation coefficient (intra-lot) >0.99
Detectable fold change 2-fold for 1:100,000 vs. 1:50,000
Exon clusters 82,444 Dynamic range ~3 logs
Total RNA input required 50-500 ng
Probe feature size 5 um
ERCC probe set'? 63 Probe length 25-mer
Average probes per gene'? 109
Background probes Antigenomic set Probes per exon? (median) 10
Poly-A controls? dap, lys, phe, thr Probes per splice junction (median) 4
Hybridization controls bioB, bioc, bioD, creX Interrogated strand? Sense
Hybridization volume 200 pl
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Part number Description IEN
902162 . . 10704
GeneChip® Human Transcriptome Array 2.0
902233 P P y 2T LA
RER
Part number Description DISENS
901524 , ) ) ) 30 RS9
GeneChip® WT Terminal Labeling and Controls Kit'
901525 10 RI65
900670 ; ; - 10 RISS
GeneChip® WT Terminal Labeling Kit
900671 30 Ri65
900433 GeneChip® Poly-A Control Kit 100 IS5
900454 GeneChip® Hybridization Control Kit 30 RS9
900720 GeneChip® Hybridization, Wash, and Stain Kit 30 RS9

'Terminal Labeling Kit, Poly-A Control Kit, and Hybridization Control Kit & &5,
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