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New Features

Templates for lon AmpliSeq™ Immune Repertoire Plus - TCRB Assay templates

A new lon Torrent™ AmpliSeq™ Immune Repertoire Plus T-cell receptor Beta Assay
is available with the release of Torrent Suite™ Software 5.6. Torrent Suite™
Software supports this assay with two system templates for use with sequencing
runs on lon PGM™ and lon S5™ instruments. The templates are pre-configured and
export BAM files into lon Reporter™ Software for secondary analysis through the
TRBVNovel Allele Discovery Plugin. The templates will be available from the new
Immune Repertoire, Immunology, and Oncology - ImmunoOncology research
application categories.

oy Favorites ﬂ Immune Repertoire
2 Al

nammea DNA

L
n AmpliSeq RNA Template Name Insir
ﬂ DNA and Fusions lon AmpliSeq Immune Repertoire Assay Plus - TCRB for PGM i
ﬂ Generic Sequencing
lon AmpliSeq Immune Repertoire Assay Plus - TCRB for 55 E [
Human Identification
4 - o » »

nlmmum Repertoire

immunology

Inherited Disease

Oncomine™ cfTNA Lung panel and cfDNA Breast panel

Two other products launching with Torrent Suite™ Software 5.6 are the Oncomine™
Lung Cell-Free Total Nucleic Acid Assay including CNV and Fusion detection,

and Oncomine™ Breast cfDNA Assay v2 including CNV detection. Torrent Suite™
Software 5.6 supports these panels through four templates for analysis on the lon
530 and lon 540 chips. The cfDNA and Fusion templates are configured for
completion of variant calling and secondary analysis in lon Reporter™ Software.

& Favorites [l Oncology - Liquid Biopsy IEEEZRR | Add New Tempiate | Plan New Run
s All

@ AmpliSeq DNA
[l AmpliSeq RNA
B DNA and Fusions T a Go T Instrument: s~ Sample Prep- | Project Al - More Fiters  Clear All
@ Generic Sequencing
Human Identification Template Name ,S; :‘;: Barcodes Reference Project lon Reporter Account  lon Reporter Workflow Date * Sourt
B Immune Repertaire

Oncomine TagSeq S540 Liquid Biopsy & @ [ TegSequencin g hg19 Aug 12017 R
@ immunol logy
B Inherited Disease Oncomine TagSeq S540 Tumor & @ [ TeoSeauencing hg19 Aug 12017 —
B Oncology - HemeOnc Oncamine TagSeq Liquid Biopsy & ¢ [ TagSequencing hg1s Aug 12017 —
& Oncology - ImmunoOncology

Oncomine TagSeq Tumor & ¢ | TegSequencing hg19 Aug 12017 —
1@ Oncology - Liquid Biopsy

YT TE—— hqig
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Enhanced search capabilities on the Planned Runs screen

The Planned Runs screen now comes with a new search function that includes filters
for some columns to narrow the list of displayed results.

Planned Runs

Claar All

Run
Code

U3HAW

2aN12

“ .n. "

Delele Selected

Al | by Template | by Sample

Planned Run Name &

Chef - l33508¢ - 2017.08.01

Q- Go Dute

Chef - T166340 - 2017.08.01

Clear Selection

lonXpress

Reference

bt Resparch Apg: ».

Combined
Res Libcary et

App PrepTYPe  1ihe [abel

Projoct: All - Barcodes: Al -
. Sample Chip
Project Sample Tube Label  Barcode
Sample -
8d83704e
2 Samples
o

Enhanced search capabilities on the Plan templates screen

The new Torrent Suite™ Software version also introduces a new search and filter
functionality provided on the Templates screen under the Plan tab. You can now

search directly for templates that you created and saved.
Note: The search function will only find templates that are include keywords for the

type of template. For example, if you select “AmpliSeqDNA" in the left navigation bar,
templates that include AmpliSegDNA in the name are listed. Click “All” in the
navigation bar if you are unsure how the template is named.

* Favorites

2 All
[ Ameiiseq ona
B AmpliSeq RNA
a DNA and Fusions
ﬂ Generic Sequencing
Human ldentification
m Immune Repertoire
Immunoclogy
E Inherited Disease

Oncology - HemeOne

3 Reproductive
mplate Nam:

Clear &)

Template Name

lon ReproSeq Aneuploidy -

lon 55 System

lon ReproSeq Aneuploidy -

lon PGM System

W@

Instr

Sam...

Prep

ae

Instrumant: All

Barcodes Reference

lon SingleSeq
Barcode et 1
96

hgl9

lon SingleSeq
Barcode set 1
24

hg18

Reference: All -
Last
Modified Status
-

Aug 12017 Reserved £

Aug 12017 Pending £

1 - 2 of 2 planned runs

Upload ~ AmpliSeqcom @ ~ | Add New Template | Plan New Run

- Samgile Prep: All -

lon Reporter

goact Account

Project: Al

lon Reporter
Workflow

- Mora Filtars

Date v

Jul 212017 enwmem 3

JUZI2017 o 3

1 -2 of 2 templates
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Completed Runs & Reports screen is simpler to use

Significant improvements were made to the Completed Runs & Reports screen. Each
section is now accessible from a navigation bar on the left of the screen. The
navigation allows user to move quickly to each section of the screen. It also allows
users to access commonly used features at from drop-down lists at the upper right
of the screen, and allows user to toggle between multiple reports summaries.

Summary

Unaligned Reads

Aligned Resds

Output Files

Plugins
FlleExporter
ImmuneResponseRNA
RunTransfer

Detaits

Reports :  Auto_user_CB1-42.49723-314wiladl_ =

Upload to IR ~ Plugins = Raport Actions = Download PDF -

Summary
Run Name Run Date Projacts
user CB1-42-r9723-314wfa-tl Apr7 2011 SampleData
Raport Nema Report Date Notes
Auto_user_CB1-42-r9723-314wfa-tl_94 Aug 23 2017
Unaligned Reads

194 K 80 127 bp 135 bp 141 bp

Total Bases Key Bignal

81%
l' |I ISP Leading

ISP Density

P

|
.‘EI

»F oaas = -

'l “ un]:;E :Eads

ISP Summary

Enrlchment

82%

Cloeal

85%

Finat Linrary

Mean Median Mode

Read Length
%
0 50 100 150" 200
Read Length a
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Send Feedback feature

Users can easily and quickly submit feedback by clicking a button at the bottom right
of each screen. Clicking this button will enable users to select a specific part of the
screen for which they want to comment or provide feedback regarding their user
experience. This feedback is directly communicated to the Torrent Suite™ Software
development team.

Torrent Server

i Favorites

3 Al
BAmpllSlq DNA
nampns-q RNA
DNA and Fusions

aenmm Sequencing

ﬂ AmpliSeq DNA

More Filters Giear All

i m “

Templates Samples

Hi, lonadmin

Help @ - SignOut

Choose an option

. Sam. Res | have feedback regarding a | have feedback regarding this
[E§ Human identification  Template Name tnstr el App]
" specific part of this page. age or site as a whole.
[ immune Repertoire Oncomine BRCA Research @ - P P pag paY
for PGM b4
\mmu"dogy
O ine Fi 15 DNA fe
[B) tnnarited Dissase S:mm N = ﬁ © nh
[ oncotogy - Oncamine BRCA Research @
Hemsone for 85 & o i
B oncoiogy - Oncomine Comprahensive y | &
- 0 s . lonXpress 212017 ewmer £
el e Oncomine Comprehensive
gp!::neuv qui s F 4 n lonXpress g9 Jul21 2017 enwe | £
Omuluw"sol\d Oncomine Focus DNA o o ﬂ ::"sf:mg hg1a Jul21 2017  emwet |
mor
lonAmpiSeg Colonsnd g g N iorsorss bas .lu\'ﬂ?l] SEND FEEDBACK.
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Improvements to Kit workflow bar for Planned Runs

The Kit workflow bar in the Planned Run wizard now contains all the advanced
settings under a single section that is collapsed by default. To adjust these settings,
users must click Advanced Settings to open this section and access the advanced

parameters.

m boiles b

Select instrument, chip and kits and then hit next.
Instrumant :
lon PGM™ Systern

Sample Proparation Kit (eptional) :

Library Kit Type :
lon AmpliSeq Library Kit Plus

Ternplate Kit COnaTouch = lonChaf (L
fon PGM HI-Q View Chef Kit

Templating Size: & 200 -, 400

Library Read Length: | 200

Flows: 500 -

Advanced Settings

Warning! I's not rocommanded to change thess setfings, please conault

Templating Frotocol :

Forward Library Key :
lon TCAG

Tost Fragmant Koy
ATCG

© Mark as Duplicates Reads | :

- Previous.

Resoarch Application

Chip Type :

lon 318™ Chip v2

Control Sequence (optional) :

Barcode Set (optional) :
lorXpress
Sequencing Kit :

lon PGM HI-Q Sequencing Kit

@ Basa Calibration Mode :
Detault Calipration
Forward 3' Adapter :
lon P1B
Flow Order :
Usa Instrument Dofault

© Enable Realignment (| :

t your lecal field ropresentstive before medifying pasamotors bolow.

Plugins

Plugin alerts

Updated plugins can now be more easily identified by a text banner that now appears
on the Plugins screen.

Plugins

Enabled

Disabled  Either Clear

Namo

varipntColer  Updatos availabla!

coverngennalysis

FieigSuppan

RunTranster  Updates available!

FinerDuplicates.

Selecied by Defoult Version

54039

5408

5403

5407

5400

installed Date v

201704111 05:26 PM

2017104705 0234 PM

201701 0104 P

20170331 0104 PM

20170327 1011 PM

Install or Upgrade Plugin Rescan Plug)
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New lon Chef™ run initialization and completion timestamps

The lon Chef™ screen now shows two new data points to allow users to better plan
templating and sequencing runs: Estimated Time Remaining and Estimated Time to
User Intervention.

lon Chef

Last Updated

Aug. 22, 2017,

10 a.m.

Aug. 22, 2017,

10 am.

Aug. 22, 2017,

9:58 a.m.

Aug. 22, 2017,
9:58 a.m.

Sample Plan

Set

ROGC1205P2_IC_4

ROGC1205P2_IC_3

ROGC1205P2_IC_2

ROGC1205P2_IC_1

Chef Library Prep
Instrument Progress
IMCB

IMCB

IMCA

IMCA

% Refresh
Library Template Prep Template Estimated Time Estimated Time Until
Prep Status Progress Prep Status Remaining User Intervention
| Preparing 17:00:09 Aug. 24, 2017, 9:49 a.m.
Reaction
| Preparing 17:00:09 Aug. 24, 2017, 9:49 a.m.
Reaction
S compiee
D complete

Mix and Match chip types for templating on lon Chef™

The lon Chef™ instrument introduces a new capability to users, enabling mixing and
matching of different chip types for templating on the instrument. Currently, this
capability is enabled only for the following templating kits and chip types:

(a) lon PGM™ Hi-Q View Chef Templating kit: 316 and 318 chips

(b) lon 510/520/530 Chef Templating kit: 510, 520, and 530 chips

©

Kit type: lo

Chip ID:
Sample ID:

Template size:

Data Destination

Server:

Chip typel(s): 510

Chip ID: DB
Sample ID:

No Selectio

Template size:
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Delete, Archive and Export multiple output files

Based on user feedback, data management functions now provide users with the
ability to select multiple runs and delete, archive or export those runs.
e

Select All File Category Size(MB) Keop State

Signal Processing Input  Required ingut ties for signal pracessing 3841 -] Loea

Input for basecaliog 5270718 Local

Outpul Files Repon necering, delverablvs, pugios cogul  181284.4 Local

Intermediate Files Fas usod for debuggng only 1364148 @

Small RNA Analysis Plugin
A new plugin to analyze micro RNA reads is now available. This plugin will be

Resource Libraries

Plugins >

available from the Thermo Fisher Cloud™ plugin resource library. The plugin file
must be downloaded from Thermo Fisher Cloud™ and then uploaded into Torrent
Suite™ Software to before users can start using the plugin.

Configure Plugin

lon Torrent smallRNA Plugin
Small RNA Alignment and Analysis
microRNA Reference:
Rescue Reference:

Fave Configuiation

Description and Usage Notes

Use this plugin to analyze micro RNA reads, Reads are aligned to mature micro RNAs using the bowtie2 alignment software,
Unmapped reads are further aligned to the whole genome to rescue miRbase unaligned reads and count other RNA
molecules (tRNAs, rRNAs, mRNAs etc...).
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Note:
The SmallRNAAnalysis and RNASegAnalysis plugins (v5.6) are available only on

Thermo Fisher Cloud™ for Torrent Suite™ Software 5.6.

AmpliseqRNA plugin will provide CHP files for download

The AmplisegRNA plugin now provides CHP files for download when data is analyzed.
This will facilitate users to upload the output into the Transcriptome Analysis
Console (TAC) software for secondary analysis. TAC software is available for free
here.

Better password management

In the Account Management screen (/configure/account/) the user now has an option
to change their password by updating both the password and password confirm fields
with the same password. Users should leave both fields blank if they do not want to
change the password.

New cell number attribute for Reproseq Aneuploidy

Torrent Suite™ Software now supports new cell number attributes for ReproSeq
Aneuploidy lon Reporter ™ Software workflows. The attribute tracks the biopsied cell
number and the previously supported biopsy days, couple id, and other fields. Users
can then reference the cell number info when looking at the mosaicism call
prediction in lon Reporter ™ Software.

510 chip support for HID templates

The HID system templates in Torrent Suite™ Software 5.6 are now enabled for use
with 510 chips for run planning purposes.

New flow order for lon ReproSeq Aneuploidy - lon S5 System template

The lon ReproSeq Aneuploidy - lon S5 System template is now pre-configured with a
new optimized flow order that improves barcode balance. The name of the new flow
order is lon samba.c.2step.pgs flow order.

New reference and BED files for Ampliseq ™ Transcriptome

Ampliseq ™ Transcriptome templates are now enabled with new reference and BED
files. The templates can be installed with one-click from the Templates screen,
under the Plan tab of Torrent Suite™ Software.
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Ability to install off-cycle bundles with no internet access

User with no internet access to their Torrent Server can now install off-cycle updates
through installers available through their local support associate on a USB device.
The installation package can be uploaded from the USB drive from a new “manual
upload” function built into the updates screen.

Note: In Torrent Suite™ Software 5.6, this function will only work with Google
Chrome browser.

Update Products

No Product updates available at this time

Update Plugins

No Plugin updates available at this time
Miscellaneous Updates

No instrument or miscellaneous updates available at this time

Manual Upload

Click to Upload and Install

Torrent Suite™ Software verification service

Beginning with Torrent Suite™ Software 5.4., Torrent Suite™ Software offers a
verification service. The purpose of this service is to verify the latest Torrent Suite™
Software release on behalf of users before they perform upgrades on Torrent
Servers that are used in production. User samples that contain known mutations are
transferred from an internal server that runs the latest Torrent Suite™ Software .
The verification service ensures that all expected mutations are properly called. If
the results are not as expected, optimization is performed. As a result, the servers
get freshly optimized parameters that fit their data, if needed, based on the latest
version. This service prevents users from finding that some variants are no longer
reported and are escalating after upgrade. Please contact your local field
bioinformatics scientist to inquire about or purchase this service.
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Bug fixes

Issue with “sliding” window candidate generation in variantCaller plugin

Torrent Suite™ Software 5.4 introduced the adaptive look ahead sliding window for
candidate generation. However, a side effect of this approach was an undesirable
large variant window that would be generated in the following scenario in practice:
Suppose we have

e Two true haplotype SNPs at positions 100 and 200, say Novel 100 and Novel

200.

e Hotspots SNPs at 100, 101, ..., 199, 200, say HS 100, ..., HS 200.
In the above cases, FreeBayes software continues to expand the look ahead window
from 100 to 200. Finally, it identifies a long "MNP" from 100 to 200 composed by
Novel 100 and Novel 200. This issue is fixed in the Torrent Suite™ Software 5.6
release.

variantCaller plugin configuration screen display issue on Firefox

On Firefox browser, during run plan, the variantCaller plugin configuration screen
was missing options in the dropdown menu for “Chip Type”, “Library Type" and
“Variant Frequency” in Torrent Suite™ Software 5.4. This issue is now fixed.

Known Issues

RunTransfer plugin thumbnail run issue

In the RunTransfer plugin, thumbnail runs can be transferred to destination Torrent
Server successfully and auto-analysis can be started successfully. However, when
trying to manually re-analyze the thumbnail runs on destination Torrent Server (a)
having the "thumbnail only” box checked will result in error message (b) leaving the
“thumbnail only” box unchecked will run but eventually will fail. This issue will be
fixed in the next release of Torrent Suite™ Software.

Issue with plugin updates

After the plugin is updated to the latest available version, the "Update Available”
message still continues to be displayed.

Workaround: Users need to click on the browser Refresh button to get the latest
information to determine which new plugin versions are still available. The issue will
be fixed in the next release.
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Issues with multiple Torrent Suite ™ Software versions on USB device

If a USB device contains multiple versions of the Torrent Suite™ Software installation
package , it is possible that the wrong version will be installed during an update. The
current workaround is to have only a single version of Torrent Suite™ Software

installation package on the USB device. The issue will be fixed in the next release.

Issue with searches that use multiple keywords

If users enter more than one keyword when they search on the Planned Runs,

Templates or Completed Runs & Reports screens, the search uses the exact

combination of keywords as entered. It will not search for individual keywords when a

combination is entered. For example, “Oncomine Comprehensive” will search for all
templates containing the two words together in that order; it will not search for all

occurrences of both words. This issue will be corrected in the next release.

Low quality percent mismatch

There is a mismatch in numbers reported in the ISP summary block on run report:

66%

Loading

99%

Enrichment

73%

Clonal

70%

Final Library

(a) Inthe image (29%]): Each segment of the picture takes the segment above as

98,262,601

97,323,185

71,014,471

50,020,083

1%

No Template

27%

Polyclonal

Chip well details

34°%,  Addressable Wells 148,155,732
Empty Wells  With ISPs 98,262,601  66.3%
Live 97,323,185 99.0%
Test Fragment 575,737  00.6%
Library 96,747,448  99.4%

Library ISP details

Library ISPs 96,747,448
Filtered: Polyclonal 26,308,714 27.2%
1% Test Fragment Filtered: Low Quality 20,554,817  21.2%
0% Adapter Dimer_ Fitered: Adapter Dimer 147,621 00.2%
29% Low Quality |, Library ISPs 50,020,083 51.7%

the 100% base line. The 100% base line for the last line is the total number of
clonal beads in the run. The percent low quality should be derived as the
fraction of low all clonal beads that are filtered as low quality beads. ("Low
Quality Lib" + "Low Quality TF") / ("Clonal beads Lib" + "Clonal Beads TF").
(b) In table next to the image: Here the 100% base line is the total number of

library beads in the run, including polyclonal library beads. The percent low

quality is the fraction of the library beads that are filtered as low quality.
"Filtered: Low Quality" / "Library ISPs".
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Rerun mode in variantCaller plugin

The Rerun mode in the variantCaller plugin has a bug. The bug may appear if the
rerun started from
1. Auto start mode with barcode specific Reference, and Target and Hotspot
files.
2. Manual start mode using configuration
In this version of plugin, this feature has been disabled. This bug will be fixed in the
next release.

variantCaller plugin issue with Tag Sequencing Assays runs

In rare cases, variantCaller plugin fails to reproduce exactly the same VCF records
for Tag Sequencing Assays runs, although the program, input data set and
parameters are identical. The bug primarily affects the VCF fields "R0O", "SRR" and
“SRF". The bug will not affect other values of the VCF records including the variant
evaluation results. This bug affects variantCaller plugin 5.4 and variantCaller plugin
5.6; it will be fixed in the next release of Torrent Suite™ Software.variantCaller plugin
issue with Tag Sequencing Assays at target ends

In Tag Sequencing Assays runs, the variantCaller plugin may fail if there are reads
starting at the end of a target region. This bug affects variantCaller plugin 5.4 and
variantCaller plugin 5.6. The issue will be fixed in the next release of Torrent Suite™
Software.

Plugin scroll issue in Macintosh™ operating systems

In Macintosh ™ operating systems, the scroll bar for plugins listed on the Run Report
screen does not appear until you move the cursor to plugins section and scroll. This
issue is not seen in other operating systems. The issue will be fixed in the next
release of Torrent Suite™ Software.

IMPORTANT! You cannot roll back to a previous version of Torrent Suite™ Software
and lon Torrent™ instrument software after you perform the upgrade described in
this document.

When updating Torrent Suite™ Software, it is critical that you update both the
software on the instrument and the software on the Torrent Server. Beginning with
Torrent Suite™Software 4.0, the instrument will not retrieve the proper on-
instrument analysis if both systems are not updated.
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If you are using the lon Chef™ Instrument

As of Torrent Suite™ Software 4.4, the lon Chef™ instrument only sees one Torrent
Server connection. This change does not affect instruments that are directly
connected to one server. That connection remains unchanged. However, if the lon
Chef™ Instrument is configured to see more than one Torrent Server™ connection,
follow the guidelines in the lon Chef-TS network setup guide
(https://www.thermofisher.com/order/catalog/product/4484177)

to verify that the configuration meets your needs. From the primary Torrent Server,

you can enable Planned Run sharing to bring additional Torrent Server™ connections
online. All lon Chef™ Instrument logs remain on that primary server.

Ubuntu Security Updates

Torrent Suite Software 5.6 includes all Ubuntu security updates and patches as of 30
August 2017.

Install the Torrent Suite™ Software 5.6 Update

IMPORTANT! During this upgrade, you must use the same user account for
both Torrent Server™ and the lon instruments (lon PGM™
Instrument, lon Chef™ Instrument, lon Proton™ Sequencer, and lon
S5™ and S5™XL Sequencers.)

Use these steps to install Torrent Suite™ Software 5.6:

1. Log on to the Torrent Browser as ionadmin user.

2. Click Settings (#) > Services. Ensure that there are no active jobs running.
3. Click Settings (¥) > Configure > Admin Interface.

4. Click Update Server.

5. Click Check to check for updates.

6. When the Available message appears, click Update Server to start the
update process.

7. Onthe EULA screen, scroll down to read, and then accept the EULA to begin
update.

8. When finished, ensure that the “Upgrade completed successfully!” message
appears.
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Install the Torrent Suite™ Software (Torrent Variant Caller plugin) Update

1. Click Settings (#¥] > Plugins.

Abput

0 -

Analysis Paramaters

Referencas
Services
Plugins
Configure

lon Reporter Configure

Acocounts

Updates

On the plugins screen, find the row that lists the variantCaller plugin. Click Settings |
%) in the Manage column, then click on the latest update that is listed in the

dropdown menu.

Enabled Mame

vananiCaller
FileExporter
immuneResponss. ..

Salected by Default

Verslon

52241

52.01

521.2

Installed Data

2017001125 11:35 AM

2018509123 09:50 AM

2018509/23 09:50 AM

lon Supported

Yas

Usage
Install 5.2.1.30
Install 5.2.2.40

Uninstall

Manage

ﬁv
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Updates through a command-line user interface

Note: This procedure is typically performed by Thermo Fisher Scientific field service
engineers. Most users will instead use the procedure above for updates through the
Torrent Browser.

New in this release, for Ubuntu™ 14.04 systems, the command-Lline interface update
procedure has an additional TSconfig step of TSconfig --configure-server. The
complete command-line interface update procedure is:

sudo apt-get update

sudo apt-get install ion-tsconfig

When prompted to accept EULA acceptance, press “Tab”, then “Return” to proceed with update
sudo TSconfig -s

sudo TSconfig --configure-server

g~ ON -

Verify the software update on the Torrent Server™
To verify that the server is running Torrent Suite™ Software 5.6, click Settings (%] >
About in the Torrent Browser and review the version number.

Update the instrument software
Update the software on any lon instruments in use:

0 lon Proton™ Sequencer
0 lon S5™ and S5™ XL Sequencer
0 lon Chef™ Instrument

o lon OneTouch™ 2 [nstrument
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Appendix: Torrent Suite™ Software 5.6 Release Notes

Release Summary

Release Date 15 September 2017

Release Version 5.6

Software Version

These tables list the versions for each of the latest software packages for Torrent
Suite™ Software plugins and lon Torrent™ instruments.

Packages Version
ion-analysis 5.6.8-1
ion-dbreports 5.6.37.1
ion-gpu 5.6.0-1
ion-pipeline 5.6.12-1
ion-plugins 5.6.16-1
ion-publishers 5.6.1-1
ion-rsmts 5.6.1-1
ion-sampledata 1.2.0
ion-torrentpy 5.6.8-1
ion-torrentr 5.6.8-1
ion-tsconfig 5.6.4-1
Plugins Version
ion-plugin-amplisegrna 5.6.0.3
ion-plugin-assemblerspades 5.6.0.0
ion-plugin-coverageanalysis 5.6.0.1
ion-plugin-dataexport 5.6.0.1
ion-plugin-erccanalysis 5.6.0.0
ion-plugin-fieldsupport 5.6.0.1
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Packages
ion-plugin-fileexporter
ion-plugin-filterduplicates
ion-plugin-immuneresponserna
ion-plugin-ionreporteruploader
ion-plugin-pgxanalysis
ion-plugin-runtransfer
ion-plugin-sampleid

ion-plugin-variantcaller

Version
5.6.0.0
5.6.0.0
5.6.0.0
5.6.0.39
5.6.0.0
5.6.0.6
5.6.0.1
5.6.04

Chef Instrument Control Software

Update Package  Version

ion-chefupdates 5.6.0

Internal Release Notes IC.5.6.0.RC.1

Package  Version

GUI 080011
IS 611
SC 609
GM 23

0S 61

TsLink 4.3.9
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Proton Instrument Control Software

Update Package  Version

ion-protonupdates  5.6.0

Package Version
Li veVi ew 2334
dat acol | ect 3536
Scripts 2.1.42
G aphi cs 89

r smagent 30

os 30

aA 5603

lon S5™ and S5™XL Sequencers Control Software

Update Package  Version

ion-sSupdates 5.6.0
Package Version
RaptorScripts 131
RsmAgent 30
RfidMgr 29
ReaderFpga 10b
0S 33
OIA 5603
LiveView 2334
Graphics 89
DataCollect 3536
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lon PGM™ Control Software

Update Package  Version

ion-pgmupdates 5.6.1

Package Version
LiveView 654
DataCollect 489
HW8560 134
Scripts 220000
0S 21
Graphics 36
TSLink 1.04

lon OneTouch2™ Control Software

Update Package Version

ion-onetouchupdater  5.0.2

No change since TSS 5.0.2

Package Version
OneTouch 803
BoardControl 800
UpdateAgent 800
Scripts 802
Psplash 800
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Revision Date Description

A.0 15 Sept. 2017 New release notes for Torrent Suite™ Software 5.6

DISCLAIMER

TO THE EXTENT ALLOWED BY LAW, LIFE TECHNOLOGIES AND/OR ITS AFFILIATE(S) WILL NOT BE
LIABLE FOR SPECIAL, INCIDENTAL, INDIRECT, PUNITIVE, MULTIPLE, OR CONSEQUENTIAL DAMAGES
IN CONNECTION WITH OR ARISING FROM THIS DOCUMENT, INCLUDING YOUR USE OF IT.

Important Licensing Information
The products may be covered by one or more Limited Use Label Licenses. By use of these products, you accept
the terms and conditions of all applicable Limited Use Label Licenses.

TRADEMARKS

The trademarks are the property of Thermo Fisher Scientific and its subsidiaries unless otherwise specified.

2017 Thermo Fisher Scientific. All rights reserved

For support visit thermofisher.com/support or email techsupport@lifetech.com

15 September 2017
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