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New features

* Windows® Vista Support - 3730/3730xl Data Collection v3.1 Software now
supports running on the Windows® Vista (32 bit, Business Edition) operating
system.

* Important Results - group capacity warning. When the 3730/3730x1 Data
Collection v3.1 software assigns the Results Group for Autoanalysis with
Secondary applications (GeneMapper), the software now displays a warning
prompt when the number of samples assigned to the result group reaches 80%
of the maximum limit (maximum = 7,000 samples).

* Support for the POP6™ Polymer - 3730/3730x1 Data Collection v3.1
Software supports the POP6™ Polymer.

* New run modules - Several new run modules and dye sets are included in this
version:

— BDX Run Module
— TargetSeq Run Module
— SNPlex Dye set and Run Module
— GS 1200 Run Module
» Updated wizards support the changing of polymers.

+ Database upgrade - The embedded database has been upgraded from Oracle 8i
to Oracle 11g. This provides improved performance, and enhances database
security with transparent data encryption.

* New license scheme - Data Collection v3.1 software now uses a new license
scheme requiring registration on-line.

Note: This User Bulletin is for users of Data Collection software v3.1 and not for
users of Data Collection software v3.0 who use GeneMapper ID v3.2 or v3.2.1,
Genemapper IDX v1.0, v1.0.1 or v1.1 or MicroSeq ID v2.0.
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Compatibility matrix

This release supports the Applied Biosystems® 3130/3130x] instruments. You can
view and analyze sample files generated by this software with the following software
products:

Sequencing Analysis v5.4
SeqScape® v2.7
GeneMapper® v4.1
GeneMapper® IDX v1.2
Variant Reporter™ v1.1
MicroSeq ID® 2.2

System requirements

The minimum supported computer hardware and system requirements for
3730/3730x1 Data Collection v3.1 are as follows:

Minimum hardware requirements - Intel® Pentium® IV computer with 1GB
RAM, 3.0 GHz processor, 120 GB of free hard disk space.

Display - Recommend 17+ inches, resolution 1024 x 768 and TCP/IP protocol
configured.

Recommended hardware requirements -Intel® Dual Core 755 OptiPlex
computer with 2 GB RAM, Intel® Core™ 2 Duo CPU E8400 3.0 GHz
processor, 320 GB of free hard disk space.

Display - Recommend 17+ inches, resolution 1024 x 768 and TCP/IP protocol
configured.

The software has been tested on a Dell OptiPlex 755 Workstation with Intel®
Core™ 2 Duo CPU E8400(3.0 GHz) with 2 GB RAM.

17-inch Color Monitor (1024 x 768 resolution or higher)

Operating system options:

— Windows® Vista Business Edition Operating System with Service Pack 1 or
— Windows® XP Professional operating system with Service Pack 2 or

— Windows® XP Professional operating system with Service Pack 3

Note: Although you can install 3730/3730x1 Data Collection v3.1 on a computer
with less than 1 GB of RAM and 120GB hard disk space, Applied Biosystems highly
recommends using 2 GB of RAM (or higher) and 320 GB of free hard disk space (or
higher) for better performance. 3730/3730xI Data Collection v3.1 has not been tested
on a computer with server-type hardware or server operating systems.
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Important operational notes

* Applied Biosystems recommends that you run a spectral calibration each time
that a new capillary array is installed. In 3730/3730x1 Data Collection v3.1
software, if you install an array that is the same length as the previously installed
array, the active spectral calibration still persists. For optimal data quality,
perform a new spectral calibration before you perform regular runs.

* Applied Biosystems has successfully used Norton Anti-Virus™ Corporate
software in our Data Collection Software testing environment with no problems.

* 3730/3730x1 DNA Analyzer Data Collection v3.1 Software does not support the
switch-user mode in Windows® XP and Vista operating systems. Applied
Biosystems recommends that you use the 3730User user to run this version of
software, or log in as Administrator.

* Ensure that the “Automatically adjust clock for daylight saving changes”
checkbox is checked. If it is not, timestamps of data run folders might be wrong
by an hour.

* The C: partition on the disk drive should not be used for data storage. This
partition is only 8 GB in size, and most of that space is taken by the storage and
running of the operating system. If the C: partition is used as a location to store
run data, the software does not do any disk space checks to ensure that there is
enough space to store the run. This means that you might lose data!

» The Results Group Destination tab does not recognize remote storage locations.
Map the network location to a local drive letter by using the Map Network Drive
feature of the operating system. Then, specify the mapped drive letter location
in the Results Group Destination tab.

* In the ESig Administration, Configuration tab, the Require User ID checkbox
should be checked if electronic signature is required. Otherwise, a default
username might appear when ESig is activated.

» Ensure that all Data Collection Services are running before you launch the AB
Navigator tool for security, audit trail and electronic signature features. You
know that all services are running when the Service Console contains four green
squares.

* Do not change the computer's date or time during a run. If you change the
system time more than 20 times the average run time during a run, some runs
will not be analyzed.

» Copying and pasting within the plate editor -The Plate Editor Copy and Paste
functionality is supported only within one plate editor. Users are not allowed to
copy and paste the contents of one plate to another. Use the Duplicate Plate
feature instead.

If multiple cells are selected for copying, select the same number of
corresponding target cells before you execute the Paste command.

* Use the manual control of the autosampler feature with care. Give attention to
the autosampler position when you use Manual Control to move the
autosampler. If the autosampler reaches its maximum travel position, a fatal
instrument error is generated. The software needs to be re-started after this
error.

» To re-use a plate after deleting the analysis protocol associated with it, either
create another plate, or re-create the analysis protocol with the same name.
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* When you use the Service Console, do not press Start All or Stop All when the
Data Service displays the yellow triangle. If this happens, you need to re-boot
the computer.

» Data Collection software might not be able to recover properly if the free disk
space on the E: drive is less than 2 GB. Use of auto-analysis increases this
chance. To prevent this error, perform regular file system maintenance. Move
files from the E:\ drive to archival locations regularly.

* When you add another sample run to a processed plate, all the information in
the processed runs should be valid. Otherwise, that data will not be validated
and a new sample run cannot be created.

 If you use the duplicate plate function, all the information in the plate to be
duplicated must be valid. Otherwise, an empty plate is created.

* When you use an array of a different length, all spectral calibrations are voided.
You need to go to the Spectral Viewer and choose a past calibration to set an
active spectral calibration. You cannot link or run a plate unless the dye set used
in the plate has been set in the Spectral Viewer. Furthermore, when a plate is
running, the Set Active Spectral Calibration function is inactive. Spectral
calibrations can be set only during the idle or ready mode.

* In Applied Biosystems 3730/3730x] DNA Analyzer Data Collection v2.0
Software, if no active spectral calibration is set, the spectral viewer does not
display a spectral profile. However in 3730/3730x] DNA Analyzer Data
Collection v3.1 software, there is a case when spectral profiles are displayed
even when no active spectral calibration is set: When you install a different-
length array associated with historical spectral calibrations. Be sure to set an
active spectral calibration before you proceed with regular runs.

* Inthe 3730/3730x1 DNA Analyzer Data Collection v2.0 Software, in the Re-
Extraction panel, color codes that indicated ranges of values were assigned to
the Score column of sequencing plates. In 3730/3730xI DNA Analyzer Data
Collection v3.1 software, the numeric quality scores are written directly.

* Manual changes to the instrument calibration text file are not automatically sent
to the instrument during an instrument reboot, because of a change in the
software and firmware design.

» Users might observe the error message listed under the Data Service console,
“The requested service has already been started. More help is available by
typing NET HELPMSG 2182.” This message is an informative message and
should be ignored.

* Changes in the wizards found in the 3730/3730x] Data Collection v3.0.6 and
v3.1 result in longer wizard setup time for the Change Polymer Type wizard and
the Instrument Shutdown wizard. Both wizards take approximately 20 extra
minutes to complete.

For more information about any of these topics, please refer to the 3730/3730x1 Data
Collection Software v3.1 Release Notes.
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Worldwide Sales and Support

Applied Biosystems vast distribution and
service network, composed of highly trained
support and applications personnel,
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Fax: +1 650.638.5884

Part Number 4440403 Rev A

05/2009

Applied
Biggystems

Part Number 4440403 Rev. A
Stock Number 106UB54-01



	3730/3730xl DNA Analyzer Data Collection Software User Bulletin
	New features
	Compatibility matrix
	System requirements
	Important operational notes
	Back Cover/ Trademarks


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (None)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket true
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.1000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize false
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Preserve
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 150
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages false
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 150
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages false
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasMonoImages true
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages false
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth 8
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects true
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName (http://www.color.org)
  /PDFXTrapped /False

  /CreateJDFFile false
  /SyntheticBoldness 1.000000
  /Description <<
    /JPN <FEFF3053306e8a2d5b9a306f300130d330b830cd30b9658766f8306e8868793a304a3088307353705237306b90693057305f00200050004400460020658766f830924f5c62103059308b3068304d306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103057305f00200050004400460020658766f8306f0020004100630072006f0062006100740020304a30883073002000520065006100640065007200200035002e003000204ee5964d30678868793a3067304d307e30593002>
    /DEU <>
    /FRA <>
    /PTB <>
    /DAN <>
    /NLD <>
    /ESP <>
    /SUO <>
    /ITA <>
    /NOR <>
    /SVE <>
    /ENU <>
  >>
>> setdistillerparams
<<
  /HWResolution [600 600]
  /PageSize [612.000 792.000]
>> setpagedevice


