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AMpFLSTR® Kit Tenpl ates 7

Thi s conpact disk contains the follow ng Genotyper® software tenplate files for
use on Wndows NT® conputers and Maci nt osh® computers with AnpFLSTR® products.

Copy the appropriate tenplate file(s) onto your conputer. Genotyper® software
version requirements for each tenplate file are indicated bel ow

TEMPLATES FOR W NDOAS NT® COVPUTER TEMPLATE NAME ON DI SK
AMpFLSTR® I dentifiler™Kit Tenplate vl | DENTI FI LER V1
ANpFLSTR® ldentifiler™Kit COD S Tenplate vi | DENTI FI LER_CODI S_V1
AMpFLSTR® CODI S COPP Tenpl ate vl CODI S_COPP_V1
ANpFLSTR® SGM Pl us® Kit Tenplate vl SGM PLUS V1

AMpFLSTR® COFil er MKit Tenpl ate vl COFl LER V1

AMpFLSTR® Profiler Plus™Kit Tenplate vl PROFI LER PLUS Vi1
ApFLSTR® Profiler™Kit Tenplate vl PROFI LER V1

AMpFLSTR® Green™| ™Kit Tenplate vl GREEN | V1

AMpFLSTR® Bl ue™Kit Tenplate vi1 BLUE V1

TEMPLATES FOR MACI NTOSH® COVPUTER TEMPLATE NAME ON DI SK
ApFLSTR® I dentifiler™Kit Tenplate v2 | DENTI FI LER V2
AnpFLSTR® ldentifiler™Kit COD S Tenplate v2 | DENTI FI LER_CODI S_V2
AnpFLSTR® CODI S COPP Tenpl ate v2 CODI S_COPP_V2
ApFLSTR® SGM Pl us® Kit Tenplate v2 SGM PLUS V2

AMpFLSTR® COF il er™MKit Tenpl ate v4 COFI LER V4

ApFLSTR® Profiler Plus™Kit Tenplate v4 PROFI LER PLUS V4
AMpFLSTR® Profiler™Kit Tenplate v3 PROFI LER V3

AMpFLSTR® Green™ | ™Kjt Tenplate v3 GREEN | _V3

AMpFLSTR® Bl ue™Kit Tenplate v3 BLUE V3

. AMFLSTR® Identifiler™Kit Tenplate vl, AmpFLSTR® ldentifiler™Kit CODI S
Tenmpl ate v1, AnpFLSTR® CODI S COPP Tenpl ate v1, AnpFLSTR® SGM Pl us® Kit Tenpl ate
vl, AnpFLSTR® COfiler™Kit Tenplate vl, AmpFLSTR® Profiler Plus™Kit Tenpl ate
vl, AnpFLSTR® Profiler™Kit Tenplate vl, AnpFLSTR® Green™| ™Kit Tenplate vi,
and AnpFLSTR® Bl ue™ Kit Tenplate vl require Genotyper® Software v3.7. The
conputer requirenent for Genotyper® Software v3.7 is a Wndows NI® 4.0, Service
Pack 4 or 5 operating system

e AMpFLSTR® Identifiler™Kit Tenplate v2 and AnpFLSTR® ldentifiler™Kit COD S
Tenpl ate v2 require Genotyper® Software v2.5.2 or higher. The m ni mum system
requi renent for Genotyper® Software v2.5.2 is a Power Maci ntosh® conputer
running Mac OS 8.x or 9.1.

e CODIS COPP Tenpl ate v2, AmpFLSTR® SGM Pl us® Kit Tenplate v2, AnpFLSTR®
COiler™Kit Tenplate v4, AmpFLSTR® Profiler Plus™Kit Tenplate v4, AnpFLSTR®
Profiler™Kit Tenplate v3, AnpFLSTR® Green™| ™Kit Tenplate v3, and AnpFLSTR®
Blue™Kit Tenplate v3 require Genotyper® Software v2.5 or higher.

e The Kazam nacros within a color have been rearranged so that the steps for
loci with nore stringent sanple allele stutter filters are executed first. All



Kazam macros have stutter filters ordered to avoid renoval of |abels for
precedi ng loci from subsequent filters (Kinsey and Hornmann, 2000).

e Proximal filtering is 3.25 bp to 4.75 bp.

Filtering
Filtering is left to right along the el ectropherogram

Filtering conpares Peak A to next |abel ed peak, peak B. The label will be
renmoved from Peak A if Peak B neets both criteria

1. Peak B is higher than peak A by the specified percentage (F val ue).

2.Peak Bis within the specified size (bp) proximty range relative to Peak A

stutter peak
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[(B-A)/A] X 100 where F is the filter value used in Genotyper® software
A/B X 100 where S is the conventional cal culation of stutter percentage
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e The Kazam nacros for AnpFLSTR® Blue™Kit, AnpFLSTR® Green™| ™Kit, Profiler™
Kit, Profiler Plus™Kit, COiler™Kit, SGM Plus® Kit, and CODI S COPP have
consistent stutter filters such that the stutter percentage is the highest
observed stutter at a particular locus plus three (3) standard devi ati ons.

ApFLSTR® I dentifiler™Kit Tenpl ate

AMpFLSTR® I dentifiler™Kit Kazam macro uses stutter filters generated from
AMpFLSTR® I dentifiler™MPCR Anmplification Kit products and are reflective of
hi ghest observed stutter val ue per |ocus.

THO1 virtual bin 14 has been renoved as a category.

“Make CODIS M xture Table” allows up to 4 alleles per |ocus to be displayed.
(See Genotyper Software Manual for information on how to nake this and ot her
t abl e changes).

ApFLSTR® Identifiler™Kit COD S Tenpl ate
The alleles fromanplified sanples that are |l ess than or greater than the
alleles included in the allelic | adder are designated with "<" or ">" synbols.

THO1 virtual bin 14 has been renoved as a category.

“Make CODIS M xture Table” allows up to 4 alleles per |ocus to be displayed.
(See Genotyper Manual for information on how to make this and other table
changes).

ApFLSTR® SGM Pl us® Kit Tenpl ate
Mnus A (-A) filtering is not included.

FGA of fsets have been edited relative to previous versions.
50.2 offset (o0s) category range has been edited to +/- 1.75 bp

AMpFLSTR® Profiler Plus™Kit Tenpl ate

“Make CODIS M xture Table” allows up to 4 alleles per |ocus to be displayed.
(See Genotyper Software Manual for information on how to nake this and ot her
t abl e changes).




AMpFLSTR® COfil er™MKit Tenpl ate

“Make CODIS M xture Table” allows up to 4 alleles per |ocus to be displayed.
(See Genotyper Software Manual for information on how to nake this and ot her
t abl e changes).

CODI S COPP Tenpl ate
The alleles fromanplified sanples that are |l ess than or greater than the
alleles included in the allelic |adder are designated with "<" or ">" synbols.

The "Check Overlap Loci Table" autonmatically checks concordance at overlap | oci
D3S1358, D7S820, and Amel ogenin. The successful use of the "Check Overlap Loc
Tabl e" depends upon the specific directions for conpleting sanple sheets.

When conpl eting the Sanple Sheet for use with the CODIS COPP Tenpl ate fil es,
enter the information as foll ows:

1. For sanples:

Under Sample Info, type a unique sanple description that is the sane for both
sanples anplified with the Profiler Plus™Kit and COiler™Kit; in order to

di stingui sh which sanple is anplified with which kit, type "Profiler Plus" and
"COfiler" under the Coments section. Entries of sanple names for conparison
pur poses between Profiler Plus™and COiler™Kits nmust be entered exactly the

sane.

2. For allelic |adder:

Under Sample Info, type the word "ladder" for the allelic | adder sanmples. In
order to distinguish which |adder is used for each |ane/injection; type "PPL"

and "COL" under the Comrents section, this entry is case sensitive.

“Make CODIS M xture Table” allows up to 4 alleles per |ocus to be displayed.
(See Genotyper Manual for infornmation on howto make this and other table
changes) .

Ref er ence

Ki nsey, P., and Hormann, S. 2000. "Modification of the stutter position |abel-
filtering macro in the PE Biosystems Genotyper”™ Version 2.5 software package:
Resol ution of stutter-filter back talk." Forensic Science Comunications 2(3).

0 2002. Applied Biosystens. Al rights reserved.

Appl i ed Bi osystens, AnpFl STR, Genotyper, and SGM Pl us are registered trademarks and AB (Design),
AnpFl STR Bl ue, AmpFl STR Green, Applera, CXiler, ldentifiler, and Profiler Plus are trademarks of
Appl era Corporation or its subsidiaries in the US and certain other countries.

Wndows NT is a registered trademark of M crosoft Corporation. Mcintosh and Power Macintosh are
regi stered trademarks of Apple Conmputer, Inc.



