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Comments for pDONRTM222
4718 nucleotides

rrnB T2 transcription termination sequence: bases 58-85 (c)
rrnB T1 transcription termination sequence: bases 217-260 (c)
M13 Forward (-20) priming site: bases 327-342
attP1: bases 360-591
BsrG I restriction sites: bases 442, 1232, 2689
ccdB gene: bases 987-1292 (c)
Chloramphenicol resistance gene: bases 1612-2295 (c)
attP2: bases 2543-2774 (c)
M13 Reverse priming site: bases 2816-2832
Kanamycin resistance gene: bases 2899-3714 (c)
pUC origin: bases 4045-4718

(c) = complementary strand

M13
Forward

M13
Reverse

BsrG I BsrG I BsrG I


