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RBS Polyhistidine region

T7 reverse priming site

SUMO cleavage site

T7 promoter lac operator

Met Gly Ser Ser His His His His His His Gly Ser Gly Leu Val Pro Arg Gly Ser

HisG epitope

Ala Ser Met Ser Asp Ser Glu Val Asn Gln Glu Ala Lys Pro Glu Val Lys Pro Glu Val Lys Pro Glu Thr

His Ile Asn Leu Lys Val Ser Asp Gly Ser Ser Glu Ile Phe Phe Lys Ile Lys Lys Thr Thr Pro Leu Arg

Arg Leu Met Glu Ala Phe Ala Lys Arg Gln Gly Lys Glu Met Asp Ser Leu Arg Phe Leu Tyr Asp Gly Ile

Arg Ile Gln Ala Asp Gln Thr Pro Glu Asp Leu Asp Met Glu Asp Asn Asp Ile Ile Glu Ala His Arg Glu

Gln Ile Gly Gly
A

APCR productGTC TAA CCA CC TCTGTTC GAATCCATAA

SUMO fusion protein

SUMO forward priming site

ATAGGCGCCA GCAACCGCAC CTGTGGCGCC GGTGATGCCG GCCACGATGC GTCCGGCGTA GAGGATCGAG ATCTCGATCC

CGCGAAATTA ATACGACTCA CTATAGGGGA ATTGTGAGCG GATAACAATT CCCCTCTAGA AATAATTTTG TTTAACTTTA

AGAAGGAGAT ATACAT ATG GGC AGC AGC CAT CAT CAT CAT CAT CAC GGC AGC GGC CTG GTG CCG CGC GGC AGC

GCT AGC ATG TCG GAC TCA GAA GTC AAT CAA GAA GCT AAG CCA GAG GTC AAG CCA GAA GTC AAG CCT GAG ACT

CAC ATC AAT TTA AAG GTG TCC GAT GGA TCT TCA GAG ATC TTC TTC AAG ATC AAA AAG ACC ACT CCT TTA AGA

AGG CTG ATG GAA GCG TTC GCT AAA AGA CAG GGT AAG GAA ATG GAC TCC TTA AGA TTC TTG TAC GAC GGT ATT

AGA ATT CAA GCT GAT CAG ACC CCT GAA GAT TTG GAC ATG GAG GAT AAC GAT ATT ATT GAG GCT CAC AGA GAA

CAG ATT GGT GGT               GACAAG CTTAGGTATT TATTCGGCGC AAAGTGCGTC GGGTGATGCT

GCCAACTTAG TCGAGCACCA CCACCACCAC CACTGAGATC CGGCTGCTAA CAAAGCCCGA AAGGAAGCTG AGTTGGCTGC

TGCCACCGCT GAGCAATAAC TAGCATAACC


